logo

NTDB id 49648 SSUJS14 RS08950 WP 012027751.1
NTDB id 473 HSISS4 RSO07770 WP 021143710.1
NTDB id 481 STER RS07730 WP 002951673.1
consensus

logo

NTDB id 49648 SSUJS14 RS08950 WP 012027751.1
NTDB id 473 HSISS4 RS07770 WP 021143710.1
NTDB id 481 STER RS07730 WP 002951673.1
consensus

logo

NTDB id 49648 SSUJS14 RS08950 WP 012027751.1
NTDB id 473 HSISS4 RS07770 WP 021143710.1
NTDB id 481 STER RS07730 WP 002951673.1
consensus

logo

NTDB id 49648 SSUJS14 RS08950 WP 012027751.1
NTDB id 473 HSISS4 RS07770 WP 021143710.1
NTDB id 481 STER RS07730 WP 002951673.1
consensus

AT TR L AT LA il

MLIY QIVTGGYWYNIPVLKDV FVIEDG LVGLIGLNGAGKSTTIIMEIIGLLTPYWNGQIWIDGLT MQEFNM|YRIKIG IP
MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIP
MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIP

L o IRE

ETPSLYEELTL EHLEQYVEWMAYMLS®MY | R\ MLKLFRLDEKLDWFP)] FSKGMKQKVMIICAF VRPSLIQIVDEPF
ETPSLYEELTLREHLETVLMAYGLDVTEGMJRADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPF
ETPSLYEELTLREHLETVLMAYGLDVTEGM RADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPF
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LGLDP AISDLIELL EEK KGESILMSTHVLDSAEKMCDEFVILHQGQVIZAWGNLEELREEIFGEDEASLN I YL TR
LGLDPLAISDLIELLAEEKAKGK ILMSTHVLDSAEKMCDRFVILHHGQVLAQGTLEELRQTFGDDSASLNDIYMQLTKG
LGLDPLAISDLIELLAEEKANGKSILMSTHVLDSAEKMCDRFVILHHGQ LAQGT ELRQTFGDESASLNDIYMQLTKG
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GEG 244

ELS 243

K. 243
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X non conserved
B similar
>50% conserved
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