logo

NTDB id 49552 SPYALAB49 RS08120 WP 014635722.

NTDB id 323 STU RS10650 WP 011225396.1
NTDB id 291 STER RS01205 WP 011680685.1
consensus

logo

NTDB id 49552 SPYALAB49 RS08120 WP 014635722.

NTDB id 323 STU RS10650 WP 011225396.1
NTDB id 291 STER RS01205 WP 011680685.1
consensus

logo

NTDB id 49552 SPYALAB49 RS08120 WP 014635722.

NTDB id 323 STU RS10650 WP 011225396.1
NTDB id 291 STER RS01205 WP 011680685.1
consensus

logo

NTDB id 49552 SPYALAB49 RS08120 WP 014635722.

NTDB id 323 STU RS10650 WP 011225396.1
NTDB id 291 STER RS01205 WP 011680685.1
consensus

logo

NTDB id 49552 SPYALAB49 RS08120 WP 014635722.

NTDB id 323 STU RS10650 WP 011225396.1
NTDB id 291 STER RS01205 WP 011680685.1
consensus

logo

NTDB id 49552 SPYALAB49 RS08120 WP 014635722.

NTDB id 323 STU RS10650 WP 011225396.1
NTDB id 291 STER RS01205 WP 011680685.1
consensus

T VOWEn g AL e DI R  AENT

MR IITF IF§ V [YHEFGHF FAK SGILVREFAIGMGPKIF H|MMEGT YT R LPLGGYVRMAGWG DIYTEIKT,
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT,
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT,

s o AR RN

G PASLTL\ANG|3V RINLS[NS)Y DIFT LPMEIVT YDLEDWNL ITGLVLIBETKTYIYVEAHDATIVEEDGTE RIAPIEDVQY]
GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY]
GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY

0 T MR s o M

QNASIEGRLITNFAGPMNNFILG VFI L|YF QGG IgDIS Nis| HV[NMGAALRY GL PRDEIVAINEMKVTEW BLIE
QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE
QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE

................. /g AIA MM \. LN\

VKPQKENY Yy GVSILKTGIJKDK [RGG|H [BAWESGAIYT LAPALKGL I T

uap sk et o L sl L M

LSUNL AGSNRDLGP S QESEK\ANYIN . SIHQRLK}S

ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN

ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN

AU VL SGE UL & LIICIFL AL A A 3 LAY

FSLNKLGGPVAM MSNQA NGLIAS LBLM MLSINLGIFNLIPIPALDGGKI MNIIEAIRRKP IMQEfJE YITLAGYV|
FSLNKLGGPVAMFQOMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNITIEAIRRKPLNQEIESYITLAGV

FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV

A/ WAL g

A MVVLMIAVTWNDIMREYFF 419
AVMVVLMIAVTWNDIMRAFF 420
AVMVVLMIAVTWNDIMRAFF 420

X non conserved
B similar
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