
logo MLKS IG IKYQLR ITTL IPAFLVALLFAFVFYNGLQFGKDLKQHMSRLGEAYIRQLLPAAQYAMLRHNDSYRTLQGL INASTINPEVKAL
NTDB id 49531 HRS36 RS05765 WP 173238470.1 MLKSIGIKYQLRITTLIPAFLVALLFAVFYNGQFGKDLKQHMSRLGEAYIRQLLPAAQYAMLRHDSRTLQGLINASTINPEVKAL 85
NTDB id 1263 GCO85 RS09730 WP 080450539.1 MLKSIGIKYQLRITTLIPAFLVALLFAFFYNGLFGKDLKQHMSRLGEAYIRQLLPAAQYAMLRNDYRTLQGLINASTINPEVKAL 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!! !!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*! !!!!!!!!!!!!!!!!!!!

logo AFYNASDKGQRL ILAYRGGKHS IHKPFNPPDFYTGDYI ESKRQINPFTINF IAP ITIPKFNLYSNSTESF IKEKLTLSNTPKSAI FQADDI LGWLS IDID
NTDB id 49531 HRS36 RS05765 WP 173238470.1 AFYNSKGQLLAYRGGKHSIHKPFNPPDFTGDYIESRQINPFTINFIAPITIPKFNLYSNTSFIKTLNPSAFQADDILGWLSIDID 170
NTDB id 1263 GCO85 RS09730 WP 080450539.1 AFYNADGRLIAYRGGKHSIHKPFNPPDYTGDYIESKQINPFTINFIAPITIPKFNLYSSTEFKELSTPKIFQADDILGWLSIDID 170
consensus !!!! ! !*!!!!!!!!!!!!!!!!!*!!!!!!!*!!!!!!!!!!!!!!!!!!!!!! ! ! ! !!!!!!!!!!!!!!!

logo TQSLML IKRYQML
MIVTI F ITLFGLLMGLTIHYFLSKQR IYMVP IASRLRRSMKQI LSNEFETE IR I

VSSKPGELGI
V I EKRGCAHLQKRQYLNST

NTDB id 49531 HRS36 RS05765 WP 173238470.1 TQSMLIKRYQMMIVTIFITLFGLLMGLTIHYFLSKQIYVPISRLRRSMKQILSNEFETEIRISSKGELGVIERGCAHLQKQYLST 255
NTDB id 1263 GCO85 RS09730 WP 080450539.1 TQSLLIKRYQMLIVTIFITLFGLLMGLTIHYFLSKRIYMPIARLRRSMKQILSNEFETEIRVSSPGELGIIEKGCAHLQRQYLNT 255
consensus !!!*!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!! !!*!! !!!!!!!!!!!!!!!!!!!*!!*!!!!*!!*!!!!!!*!!! !

logo

I
VRDLNHQHI E I

TATAEDLQQSLELLEEKNI ELSLDEKKKSTEEKSRQKSEF IANMSHE IRTPMNGVIGFTNVLLESKLDPLQLDYVKTIK
NTDB id 49531 HRS36 RS05765 WP 173238470.1 IRDLNQHIETATEDLQQSLELLEEKNIELSLDKKKSEEKSRQKSEFIANMSHEIRTPMNGVIGFTNVLLESKLDPLQLDYVKTIK 340
NTDB id 1263 GCO85 RS09730 WP 080450539.1 VRDLNHHIEIATADLQQSLELLEEKNIELSLEKKKTEEKSRQKSEFIANMSHEIRTPMNGVIGFTNVLLESKLDPLQLDYVKTIK 340
consensus *!!!!*!!! !! !!!!!!!!!!!!!!!!!!*!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SSAQDLLGS I INDI LDFSKIDAGKLHNLDC IPLDIRGC IDEVLASLASPNAHKKGIDL IP ITDE I
VNVPKMTVLGDPFLR IKQI I SNL IVTNA

NTDB id 49531 HRS36 RS05765 WP 173238470.1 SSAQDLLGIINDILDFSKIDAGKLHLDCIPLDIRGCIDEVLALASPNAHKKGIDLIPITEVNVPKTVLGDPFRIKQIISNLITNA 425
NTDB id 1263 GCO85 RS09730 WP 080450539.1 SSAQDLLSIINDILDFSKIDAGKLNLDCIPLDIRGCIDEVLSLASPNAHKKGIDLIPITDINVPKMVLGDPLRIKQIISNLVTNA 425
consensus !!!!!!! !!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!**!!!! !!!!! !!!!!!!!!*!!!

logo VKFTDHGYVL IRTKI EQDETDEKDYTLCLFMAS IATDTGIG I SLPEDQNTKLFTAFNQADTS ITRRYGGSGLGLVICKKLCEEMHQGRI
L
N
SLTSE

NTDB id 49531 HRS36 RS05765 WP 173238470.1 VKFTDHGYVLIRTKIEQDTEKDYTLCMSITDTGIGISLEDQNKLFTAFNQADTSITRRYGGSGLGLVICKKLCEEMQGRLNLTSE 510
NTDB id 1263 GCO85 RS09730 WP 080450539.1 VKFTDHGYVLIRTKIEQETDKDYTLLFAIADTGIGISPEDQTKLFTAFNQADTSITRRYGGSGLGLVICKKLCEEMHGRISLTSE 510
consensus !!!!!!!!!!!!!!!!!*!*!!!!!* ! !!!!!!!*!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!* !!!!

logo

I
LNKGSTFSTAR IKVEKLMVAYE I EKNQTHRFAHLKI ILCFDDNPSLHLEAI

L
C
GNGLGFYWGI EAC I

V
A
RVDNSFNKLASKRAI LSTKHNKDVCKIAF INVN

NTDB id 49531 HRS36 RS05765 WP 173238470.1 LNKGSTFTARIKVEKLMAYEIEKNQTHRFAHLKILCFDDNSLHLEALCNGLGYWGIECVAVNSFNKLAKALSKNKVCKIAFINVN 595
NTDB id 1263 GCO85 RS09730 WP 080450539.1 INKGSTFSARIKVEKLVAYEIEKNQTHRFAHLKIICFDDNPLHLEAIGNGLGFWGIEAIRVDSFNKLSRILTKHKDCKIAFINVN 595
consensus *!!!!!!*!!!!!!!!*!!!!!!!!!!!!!!!!!*!!!!!*!!!!!**!!!!*!!!!** ! !!!!! * !*!*! !!!!!!!!!



logo QGCEQRQAVAEL IMASHKHYKHQI
LPFVL I SKWP I INDNFYAALGAKRGFLYKP I S IQKLQDL I ES IANNTENFQSTEKI

N
I
TNHQELDSTLREQLRFLHPE I

LL I
NTDB id 49531 HRS36 RS05765 WP 173238470.1 QGCEQQVAELMSHYKHLPFVLISKWPIINYAALGAKGFLYKPISIQKLQDLIESINTENFSEKIINHELDSLREQLRFLHPELLI 680
NTDB id 1263 GCO85 RS09730 WP 080450539.1 QGCERQAAELIAKHKQIPFVLISKWPINDFAALGARGFLYKPISIQKLQDLIESIANENQTEKNTNQELDTLREQLRFLHPEILI 680
consensus !!!! ! !!!* **!**!!!!!!!!!! *!!!!!*!!!!!!!!!!!!!!!!!!! !! *!! !*!!!*!!!!!!!!!!!*!!

logo AEDNP I
VNKMLLNTSLLNSDNNANI

VTATVDDGEMAVDTASCEDEKKFYDLMI LLDLHQMPKLNGLDEAAKRMVIRQKSLLMNKHSP IVL ITANSSSDLSSTI
V

NTDB id 49531 HRS36 RS05765 WP 173238470.1 AEDNPINKMLLNSLLSDNANVTAVDDGEMAVDSCEEKKYDLILLDLQMPKLNGLDAARVIRQKSLLNKHSPIVLITANSSDLSTV 765
NTDB id 1263 GCO85 RS09730 WP 080450539.1 AEDNPVNKMLLTSLLNNNANITTVDDGEMAVTACEDKKFDMILLDLHMPKLNGLEAAKMIRQKSLMNKHSPIVLITASSSDLSSI 765
consensus !!!!!*!!!!! !!! !!!*! !!!!!!!! !!*!!*!*!!!!!*!!!!!!!*!!**!!!!!!*!!!!!!!!!!! !!!!!**

logo DLMKKSGVDFYCFLQKP IDEKQLL IQI
LLR IVDKATKHATAS IDWQLCVQKVSGNQATLAEEFLAKF I EELYKNREEF IVEHLMHNNQKNI

VKAGLAGDAL
NTDB id 49531 HRS36 RS05765 WP 173238470.1 DLKKSGVDYCLQKPIDEKQLLIQLLRIVDKAKHTSIDWQLCVQKVSGNQTLAEEFLAKFIEELYKNREEFVHLMNNKNIKALGDA 850
NTDB id 1263 GCO85 RS09730 WP 080450539.1 DMKKSGVDFCFQKPIDEKQLLIQILRIVDKTKHAAIDWQLCVQKVSGNQALAEEFLAKFIEELYKNREEFIELMHQKNVKGLADL 850
consensus !*!!!!!!*! !!!!!!!!!!!!*!!!!!! !! !!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!**!!**!!*!*!*!

logo AHKLHGACCFCGVP I LQKRSVAMQLEKLARRSTVATENAIDKENLASESAI FATDEL IQNS IDAVI SEYEKNQYASQSKT
NTDB id 49531 HRS36 RS05765 WP 173238470.1 AHKLHGACCFCGVPILQKSVMQLEKLARSVTEIKELSSIFAELIQNIDAVISEYEKQYASKT 912
NTDB id 1263 GCO85 RS09730 WP 080450539.1 AHKLHGACCFCGVPILQKRVAQLEKLARRTANADNLAEAFTDLIQSIDAVISEYENQYSQ.. 910
consensus !!!!!!!!!!!!!!!!!! ! !!!!!!! ! ! *!!! !!!!!!!!! !! **

X non conserved

X similar

X ≥ 50% conserved


