logo

NTDB id 49446 SALIVA RS01030 WP 014633828.

NTDB id 291 STER RS01205 WP 011680685.1
NTDB id 323 STU RS10650 WP 011225396.1
consensus

logo

NTDB id 49446 SALIVA RS01030 WP 014633828.

NTDB id 291 STER RS01205 WP 011680685.1
NTDB id 323 STU RS10650 WP 011225396.1
consensus

logo

NTDB id 49446 SALIVA RS01030 WP 014633828.

NTDB id 291 STER RS01205 WP 011680685.1
NTDB id 323 STU RS10650 WP 011225396.1
consensus

logo

NTDB id 49446 SALIVA RS01030 WP 014633828.

NTDB id 291 STER RS01205 WP 011680685.1
NTDB id 323 STU RS10650 WP 011225396.1
consensus

logo

NTDB id 49446 SALIVA RS01030 WP 014633828.

NTDB id 291 STER RS01205 WP 011680685.1
NTDB id 323 STU RS10650 WP 011225396.1
consensus

logo

NTDB id 49446 SALIVA RS01030 WP 014633828.

NTDB id 291 STER RS01205 WP 011680685.1
NTDB id 323 STU RS10650 WP 011225396.1
consensus

I EL NV A AL T O TITIRL LR TENT

MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT]
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT]

MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT
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LA ARILIRATAL ITAMLERLTLETTRYRA V), e Y

GSPASLT GEDGKVRRINLSDRQ DQTALPMNVTAYDLEDKLTITGLVLWETKTYEVDHDATIVEEDGTELRIAPKDVQY]
GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY]
GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY

DL TR LTRSS LA DR DL

QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNIIIQVA GGAAQV GLKENGDATIJMAINKDKVTDWDSLKE
QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE
QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE

U TR R GA F RAE g

ALPENTQKFSKGDSLSVTVKRSNGQEETISVKPQERNQGSYFLGVSPRILKTELKDKIFGGFQMAWEGAIQYILEALKGLITN
ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN
ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN

UL VLR S LML LI FLY D AR L LAY

FSLNKLGGPVAMFOMSAQASENGLISIL LMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGYV|
FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV
FSLNKLGGPVAMFOMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGYV|
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MVVLMIAVTWNDIMRAF Fy]
AVMVVLMIAVTWNDIMRAFF 420
AVMVVLMIAVTWNDIMRAF F ]

X non conserved
B similar
> 50% conserved
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