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1] WLKIJSGKTIAAESLTAGLFQAl] ADF GASIIFKGGF TYS EEK RML[GI P)gANL. MHGV
SLAFHNFINLK GIGKTIPAAESLTAGLFQA f| FKGGFVTYS EEK MLDIPIR§ LEEHGY|

SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVA FSGISSIF
SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVA FSGUSSIFRGGFVTYSLEEKSRMLDIPINK LEEHGV
SLRDLCYGYGEE.SLASIVVEELK QGKTIWAAESLTAGLFQATVADFSGASSIFKGGFVTYSLEEKS MLDIPNKWMLEERGV
SLRDIBCYGYGEETSLASIVVEELKRQGKTIjy AESLTAGLFQARIVADFSGASSIFKGGFVTYSLEEKS MLDIPNKNLEE[GV
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VSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHP GTVFIGLAQ QGTEVIKVNIGGRSRADVRHIAVMHAFNLVRKALLS
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