
logo MKAI ITFLL I FCVIVVFHEFGHFFFAKRSGI LVREFAIGMGPKI FAHTGKDGTVYTIR I LPLGGYVRMAGWGEDTTE IKTGSPAS
NTDB id 49428 SSAL RS09045 WP 014633647.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS 85
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS 85
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LTI
LGSKDGKVRR INLSDRQI

VDQTALPMNVTAYDLEDKLTITGLVLDGETKTYEVDHDATIVEEDGTELR IAPKDVQYQNAS IWGRL I
NTDB id 49428 SSAL RS09045 WP 014633647.1 LTIGSDGKVRRINLSDRQIDQTALPMNVTAYDLEDKLTITGLVLDETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWGRLI 170
NTDB id 291 STER RS01205 WP 011680685.1 LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWGRLI 170
NTDB id 323 STU RS10650 WP 011225396.1 LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWGRLI 170
consensus !!*!*!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TNFAGPMNNF I LGVLVF I I LAFVQGGVQDTSTNRL IQVADNGGAAQVASGLKNTGDAI EVAINKDKVTDWDSLKEALTRENTQKFSKGDSL
NTDB id 49428 SSAL RS09045 WP 014633647.1 TNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNRIQVADGGAAQVAGLKNGDAIEAINKDKVTDWDSLKEALTENTQKFSKGDSL 255
NTDB id 291 STER RS01205 WP 011680685.1 TNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKGDSL 255
NTDB id 323 STU RS10650 WP 011225396.1 TNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKGDSL 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!*!!!!!!*!!!*!!!!*!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!

logo SVTVKRSNGQEETI SVKPQKENSQGSYFLGVSPAVLKTGLKDKI FGGFQMAWEGAFTKAI LVAATLKGL ITNFSLNKLGGPVAMFQMSAQAS
NTDB id 49428 SSAL RS09045 WP 014633647.1 SVTVKRSNGQEETISVKPQENQGSYFLGVSPALKTGLKDKIFGGFQMAWEGAFKILVALKGLITNFSLNKLGGPVAMFQMSAQAS 340
NTDB id 291 STER RS01205 WP 011680685.1 SVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQAS 340
NTDB id 323 STU RS10650 WP 011225396.1 SVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQAS 340
consensus !!!!!!!!!!!!!!!!!!!**!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!**!!**!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ENSGL I S I LNDLMGMLS INLGI FNL IP IPALDGGKIVMNI I EA IRRKPLNQE I ESYITLAGVAI
VMVVLMIAVTWNDIMRAFF

NTDB id 49428 SSAL RS09045 WP 014633647.1 ENGLISILNLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAIMVVLMIAVTWNDIMRAFF 420
NTDB id 291 STER RS01205 WP 011680685.1 ESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
NTDB id 323 STU RS10650 WP 011225396.1 ESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
consensus !*!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!
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