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NTDB id 414 AAK55818.1 838..2187( ) LTQENLEQESKRLNSILFYMTDGVLATNRRGQIIMINDTAKKQLGLVKEDVLNRSILELLKIEENYELRDLITQSPELLLDSQDI 168
NTDB id 49404 SSAL RS05490 WP 014633203.1 LTHENLAQEKNRLSSVLSYMSDGVIATNRRGQITMINSTAQRLLNLDYETATQMSILDLLDGENPYTYSELLSKTPEILLSRRDA 167
NTDB id 375 SMU RS06880 WP 002262929.1 LTHENLAQEKNRLTSILSYMTDGVLATDRSGKITVINDMAQKQLNVTREQALECNILDILDD.DSYTYNDLITKTPEIVLTRRDE 167
consensus !!*!!!*!!**!!*!*!*!!*!!!*!!*!*!*!**!!**!***!** *! *** *!!**!* ** !** *!****!!**!***!

logo

Y
N
G
DEYF ILVNTLR I

V
N
RFALNIRKRESGF I SGL IVAVLHDTATEQEKEERERRLFVSNVSHELRTPLTSVKSYLEALDEDGALCDTEESTI

VAPDNSF IKVSLD
NTDB id 414 AAK55818.1 838..2187( ) NGEYLNLRVRFALIRRESGFISGLVAVLHDTTEQEKEERERRLFVSNVSHELRTPLTSVKSYLEALDEGALCETVAPDFIKVSLD 253
NTDB id 49404 SSAL RS05490 WP 014633203.1 NDEFVTLRVNFALIRKESGFISGLVAVLHDATEQEKEERERRLFVSNVSHELRTPLTSVKSYLEALDDGALDEEIAPNFIKVSLD 252
NTDB id 375 SMU RS06880 WP 002262929.1 YDEFITLRIRFALNRRESGFISGLIAVLHDATEQEKEERERRLFVSNVSHELRTPLTSVKSYLEALDDGALTESVAPSFIKVSLD 252
consensus **!***!!**!!!*!*!!!!!!!!*!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!! !**!! !!!!!!!

logo ETNRMMRMVI STDLLAHSLSCR IDNAKQSTTSQHLDVEML ITNFTAF IMNTFYI LDNRFDKQMIQKGSQQETNSKTEGNKKTVYELIVIRDYPDIVKNSVIW I
M
VE IDTDKMTQVI

VDNI L
NTDB id 414 AAK55818.1 838..2187( ) ETNRMMRMVTDLLHLSCIDNATSHLDVELINFTAFITFILNRFDKMKGQE..KEKKYELVRDYPINSIWMEIDTDKMTQVVDNIL 336
NTDB id 49404 SSAL RS05490 WP 014633203.1 ETNRMMRMISDLLALSRIDNKSTQLDVEMTNFTAFMTYILNRFDQIKSQETNTGKTYEIIRDYPVNSIWVEIDTDKMTQVVDNIL 337
NTDB id 375 SMU RS06880 WP 002262929.1 ETNRMMRMITDLLSLSRIDNQTSHLDVELTNFTAFMNYILDRFDQIQSQQ.STNKVYEIIRDYPDKSVWIEIDTDKMTQVIDNIL 336
consensus !!!!!!!!**!!! !!*!!! ***!!!!**!!!!!***!!*!!!****!* * ! !!**!!!!**!*!*!!!!!!!!!!*!!!!

logo NNAIKYSPDGGKVITI
V
R
S
TMQKTTEDDSTQML I ILS I SDHQGLGIPKQKDLPRL I FDRFYRVDRKARSRAQGGTGLGLAS IAKE IVIKQHKGF IWANKSEEY

NTDB id 414 AAK55818.1 838..2187( ) NNAIKYSPDGGKITVRMKTTEDQMILSISDHGLGIPKQDLPRIFDRFYRVDRARSRAQGGTGLGLSIAKEIIKQHKGFIWAKSEY 421
NTDB id 49404 SSAL RS05490 WP 014633203.1 NNAIKYSPDGGKITVSMKTTDSQLIISISDQGLGIPKKDLPLIFDRFYRVDKARSRAQGGTGLGLSIAKEIIKQHKGFIWAKSEY 422
NTDB id 375 SMU RS06880 WP 002262929.1 NNAIKYSPDGGKVTITMQTTDTQLILSISDQGLGIPKKDLPLIFDRFYRVDKARSRAQGGTGLGLAIAKEIVKQHKGFIWANSEE 421
consensus !!!!!!!!!!!!*!**!*!!**!*!*!!!!*!!!!!!*!!!*!!!!!!!!!*!!!!!!!!!!!!!*!!!!!*!!!!!!!!!*!!*

<0

logo GEKGSTFTIVLPYEDNKDNADMVAKMEIVEDVEWEDEMDEEVDEDES
NTDB id 414 AAK55818.1 838..2187( ) GKGSTFTIVLPYDKDAVKEEVWEDEVED* 449
NTDB id 49404 SSAL RS05490 WP 014633203.1 GKGSTFTIVLPYDKDAMMVDEWEM..... 446
NTDB id 375 SMU RS06880 WP 002262929.1 GEGSTFTIVLPYENDNDAIDEWEEDEDES 450
consensus !*!!!!!!!!!!**!** ***!!** **



X non conserved

X similar

X ≥ 50% conserved


