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TGFKRYS I LASGSSTGNSFYLETPEQKKR I L IVDAGLSGKKI STQSLLMAE IDRDKPVDSDLVDAI LVTHEHKDHIHGVGVLARKYGLMDI

VYAN
NTDB id 49403 SSAL RS05485 WP 013990680.1 MTSDLGFKYSILASGSTGNSFYLETPEKKILVDAGLSGKKITSLLAEIDRDPSDLDAILVTHEHKDHIHGVGVLARKYGMDIYAN 85
NTDB id 383 SMU RS06875 WP 002262928.1 .MTETGFRYSILASGSSGNSFYLETPQKRILIDAGLSGKKISQLMAEIDRKVDDVDAILVTHEHKDHIHGVGVLARKYGLDVYAN 84
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L I ENADGYL
NTDB id 49403 SSAL RS05485 WP 013990680.1 EKTWQIMDSKNMLGKIDNSQKHVFSRDKLLTFGDIDIESFGVSHDAIDPQFYRFMKDGKSFVMLTDTGYVSDRMAGIIENADGYL 170
NTDB id 383 SMU RS06875 WP 002262928.1 AATWQAMD..GMIGKIDVSQKHIFDLGKTITFGDIDIESFGVSHDAAQPQFYRLMKDGKSFVILTDTGYVSDRMADLIENADGYL 167
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SYPWSLTKQRI LSDKQGHLCSNDEDGADEATMI
VRTI

LGNKTKKIYLGHLSKENNI
VKELAHMTMEKNAQLAMQRADFLAGVDGHTDFK

NTDB id 49403 SSAL RS05485 WP 013990680.1 IESNHDVEILRAGSYPWSTKQRILSDQGHLCNEDGADAMIRTIGNKTKKIYLGHLSKENNIKELAHMTMENQLARADFGVGTDFK 255
NTDB id 383 SMU RS06875 WP 002262928.1 IESNHDIEILRSGIYPWSLKQRILSDKGHLSNDDGAETMVRTLGNKTKKIYLGHLSKENNVKELAHMTMKNALMQADLAVDHDFK 252
consensus !!!!!!*!!!! ! !!!! !!!!!!! !!!*!*!!!* !*!!*!!!!!!!!!!!!!!!!!*!!!!!!!! ! ! !! *! *!!!
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NTDB id 49403 SSAL RS05485 WP 013990680.1 VYDTSPDTATPLTDI 270
NTDB id 383 SMU RS06875 WP 002262928.1 IYDTSPDTALPLAKI 267
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