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NTDB id 49385 SSAL RS01815 WP 002884703.1 MANKNESKSLLGKIWRIKWWLLSIFTVLFLLFALFFPLNNYYVELPGGAFDTKEVLTVDKKADDSKGSYNFVAVAQTKATLALML 85
NTDB id 360 SMU RS02495 WP 002262039.1 ..........MKTNKKFKWWLISGISLILLLMVFFFPL.PYYLEMPGGAYDIRSVVTVNHKEDKEKGSYNFVAVSLSKATPIQVL 74
consensus *********** * !!!!*! *** !! !!!!**!!*!*!!!!*! * !*!! *! ! !!!!!!!!! *!!!* *!
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NTDB id 49385 SSAL RS01815 WP 002884703.1 YAQLNDFAKLQTAEEATGNYSDEDFMRINQFYMETSQNQAIYQGLTLAGKEASLEYMGVYVLQVADDSSFKGVLNIADTVTAVNG 170
NTDB id 360 SMU RS02495 WP 002262039.1 YAWLTPFTEITSAKETTGGVSDADYMRINQFYMETSQNGAIYKALSLAHKKASFNYMGVYVLQVSRNSTFKGVLNIADTVTGVND 159
consensus !! ! *! * *! ! !! !! !*!!!!!!!!!!!!! !!! *!*!!*! !! !!!!!!!!! !*!!!!!!!!!!!!*!!
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NTDB id 49385 SSAL RS01815 WP 002884703.1 KTFDNSADLIKYVQGLKLGSKVKVTYTTDDKEKTATGKIIKIANGKNGIGIGLTDHTEVKSPENVKFKLDGVGGPSAGLMFTLAI 255
NTDB id 360 SMU RS02495 WP 002262039.1 KTFHSSKELIKYVSGLKLGSKVSVQYTSENKKKTAKGKVIKLSNGKNGIGIGLVDHTKVTSDDKIEFSTNGIGGPSAGLMFTLDI 244
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NTDB id 49385 SSAL RS01815 WP 002884703.1 YDQVSGQDLKAGRKIAGTGTIEKDGSVGDIGGAYLKVKSAADSGADIFFVPNNPVTKEMKKADPDAKTNYQEAKEAAKKLGTKMK 340
NTDB id 360 SMU RS02495 WP 002262039.1 YDQLVKEDLRKGRIIAGTGTIGEDGSVGDIGGADMKVAAADRINADIFFVPNNPVSKATLKKNPKALTNYQEAKQAAKKLGTKMK 329
consensus !!!* !!* !! !!!!!!! !!!!!!!!!! *!! ! !!!!!!!!!!!*! ! ! ! !!!!!!! !!!!!!!!!!

logo IVPVKNTAVQEAIDYLKRKHTK
NTDB id 49385 SSAL RS01815 WP 002884703.1 IVPVKTAQEAIDYLKKTK 358
NTDB id 360 SMU RS02495 WP 002262039.1 IVPVKNVQEAIDYLRKH. 346
consensus !!!!! !!!!!!!*!**
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