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M FEER\IEWNA |ALLL NQQpy ERBLETHERYDALIEQN MYLGAEWA MUINENNIRBKLREILNLSKEEWRR FQF FIKHEQ® ELQ
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQSQQLQS
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQSQQLQS

B DB STt LS e

NHQFTPD IGFIILYLLEGLT)®MNQLD EIGSGTGNLAET NNS[NKL| YMG EVDDLLIDLSASIADV SSEN] QEDAVR
NHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYMGIEVDDLLIDLSASIADVLDSSVHFVQEDAVR
NHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYIGIEVDDLLIDLSASIADVLDSSVHFVQEDAVR

OILAEO 00V ke A i . ECSLRYLRRE LA IFLARLLEQCeL K Lo,

PIILKESDVIISDLPVG YPNDIATASR |SVAANGIHTYAHHLLMEQSLKYLKK G AIMMLAPgy LLTS)gQSPLLKKWLEIeREND T
PQILKESD IISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL
PQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL

T

AVI LPEARIF|¢ Kj3IN KSIFVLKKQ IFE FVYPL DLQ PEVL PFiyaNF[RKWKSD NSRS 318
AVISLPEATIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVFR 317
AVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
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