
logo MNDFEAKI ETAAFYENLLLEDNVCQTR I
LENTDQLGHTHALYDAL I EQNSAYCYLGAEVGANDEDVF I IKKENNEKKLRAQLNLSKEEWRRASFQFLI F IKLAGTQLSEQAQLQAS

NTDB id 49378 SSAL RS00755 WP 014632544.1 MNFEAIETAFELLLENVQTIENDLGTHAYDALIEQNSYYLGAEVANEVIIKNNEKLRALNLSKEEWRRAFQFLFIKLGQLEALQA 85
NTDB id 392 SMU RS09000 WP 002263442.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQSQQLQS 85
NTDB id 401 FSA28 RS09370 WP 002291646.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQSQQLQS 85
consensus !*!!*!!*!**!!!*!*!**!**!*!!*!!!!!!!!**!!!!!*!***!**!!*!!!*!!!!!!!!!!*!!!*!!!**!***!!*

logo NHQFTPDAS IGF I I LYLLEGLTKNDKDSQLDVI LI E IGSGTGNLAETLI LVNNSQSKNSLINDYI
MGMIEVDDLL IDLSAS IADVVLNDSSAVVHYF IVQEDAVR

NTDB id 49378 SSAL RS00755 WP 014632544.1 NHQFTPDAIGFIILYLLEGLTKDDQLDVLEIGSGTGNLAETLLNNSQKNLNYMGMEVDDLLIDLSASIADVVNSSAVYIQEDAVR 170
NTDB id 392 SMU RS09000 WP 002263442.1 NHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYMGIEVDDLLIDLSASIADVLDSSVHFVQEDAVR 170
NTDB id 401 FSA28 RS09370 WP 002291646.1 NHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYIGIEVDDLLIDLSASIADVLDSSVHFVQEDAVR 170
consensus !!!!!!!*!!!!!!!!!!!!!***!!!**!!!!!!!!!!!!**!!!*!***!*!*!!!!!!!!!!!!!!!!**!!****!!!!!!

logo PHQI LKESDI
V I I SDLPVGYFYPNDEKIASQRFYKQVAATKGLEGHTYAHHLLMEQSLKYLKKDEGI

LA I LFLAPTVNDLLTSPEQSDPLLKKWLSQGNYNAVDTI IL
NTDB id 49378 SSAL RS00755 WP 014632544.1 PHILKESDVIISDLPVGYYPNDEIASRFKVAATGEHTYAHHLLMEQSLKYLKKDGIAILLAPTNLLTSPQSDLLKKWLSGYADII 255
NTDB id 392 SMU RS09000 WP 002263442.1 PQILKESDIIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL 255
NTDB id 401 FSA28 RS09370 WP 002291646.1 PQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL 255
consensus !*!!!!!!*!!!!!!!!*!!!!*!!*!**!!!***!!!!!!!!!!!!!!!!!!*!*!!*!!!**!!!!*!!*!!!!!!*****!*

logo AVITSLPEAAI FGKNQKHSNMIKS I FVLKKQTSEQNQASPLETSFVYPLSTDLQNDPEVLKRDRFTMEKNFQKKWKSEDNSVI
F
F

NTDB id 49378 SSAL RS00755 WP 014632544.1 AVITLPEAAFGNKHNMKSIFVLKKQTENAPETFVYPLSDLQNPEVLKDFTENFQKWKSDNSIF 318
NTDB id 392 SMU RS09000 WP 002263442.1 AVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF. 317
NTDB id 401 FSA28 RS09370 WP 002291646.1 AVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF. 317
consensus !!!*!!!!*!**!*!*!!!!!!!!!*****!*!!!!!*!!!*!!!!**!**!!*!!!*!!**
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