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AKPTQTATVEQQSTKSADEHDAAPTARLPNVAQSAGSANQTASHEKHAEASTDLVASPKPAGPATKQANQVAQSESDEDEGDETIVGVITKRTVSNINNSTA
NTDB id 1014 ACIAD RS13855 WP 004924483.1 MSIRHFFTFFWATLLTLFSMQIVFAQGFDQQ....YDAWKT...QQKAHDTRLNSSASHHSLSKPTQQSGTGVKVNINSA 73
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 MQIKTKIVTLFLS...LC....LPTLPLLA..........................NAEETAPAAQVEEGIVITVNINTA 47
NTDB id 1150 A1552VC RS08580 WP 001166105.1 MQIKTKIVTLFLS...LC....LPTLPLLA..........................NAEETAPAAQVEEGIVITVNINTA 47
NTDB id 49357 HRR29 RS04790 WP 033144774.1 ..MKCGIKALLIT...LA....IATTGMSAGALASAPAAKTQATQSKSDAAAPVQGQTKATD.AGKNADDDGTRVSINSA 70
NTDB id 1440 BW25113 RS02290 WP 000680312.1 ..MKHGIKALLIT...LS....LACAGMSHSALAAASVAKPTAVETKAEAP...AAQSKAAV.PAKASDEEGTRVSINNA 67
consensus * ** * **** ! * * ** * * * ** * ** ** ***!*!!*!
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NTDB id 1014 ACIAD RS13855 WP 004924483.1 TAKELQ.QLHGVGEKKALAIVEYRQQYGKFASVDDLQKVKGIGPKFIEKNRDRLAI 128
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 SAEELATLLKGIGLKKAQAIVDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL 103
NTDB id 1150 A1552VC RS08580 WP 001166105.1 SAEELATLLKGIGLKKAQAIVDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL 103
NTDB id 49357 HRR29 RS04790 WP 033144774.1 SAEDLARALNGVGLKKAQAIVSYREEYGPFKTVDDLKQVPGMGSALVERNLSHLTL 126
NTDB id 1440 BW25113 RS02290 WP 000680312.1 SAEELARAMNGVGLKKAQAIVSYREEYGPFKTVEDLKQVPGMGNSLVERNLAVLTL 123
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