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GEL I V LTDGQSY RFNCVTENKEKGK K P 129
GEISBTIAURT TDGQSPEMRIINCIYTENKINUGK . . FSUMANKMF TKSIRNGREEE . )N . . .. .. 129
TSLVT.VRTS.KSQYEFLFPSVKIKEEKRDKKEEVATDSSE. 137
TIMLVTRVRTPPKSQYEFLFPSVKIKEEKRDKKEEVATDSSER 137
TILVTRVRTPPKSQYEFLFPSVKIKEEKRDKKEEVATDSSER 137
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