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R LT R S CHYOVINALNGA A AR e YO

MWKKWKVKAGVLLYAVT AAIFSLLLQFYLNRQVAHYQDYWLNKEKLVAFAMAKRTKDKVEQESGEQMFNLGQVSYQNKK
MWKK@WKVKAGVL YAVTIAAIFSLLLQFYLNRQVAHYQDYALNKEKL AFAMAKRTKEKVEQESGEQMFNLGQVSYQNKK
MWKKKKVKAGVLLYAVTIAAIFSLLLQFYLERQ AHYQDYALNKEKLVAFAMAKRTKDKREQESGEQWFNLGQVSYQNKK
MWKKKKVKAGVLLYAVTIAAIFSLLLQFYLNRQVAHYQDYALNKEKLVAFAMAKRTKDKVEQESGEQFFNLGQVSYQNKK

MWKKKKVKAGVLLYAVTIAATIFSLLLQFYLNRQVAHYQODYALNKEKLVAFAMAKRTKDKVEQESGEQFFNLGQVSYQNKK
MWKKKKVKAGVLLYAVTIAAIFSLLLQFYLNRQVAHYQDYALNKEKLVAFAMAKRTKDKVEQESGEQFFNLGQVSYQNKK

MWKKKKVKAGVLLYAVTTAATFSLLLQFYLNRQVAHYQDYALNKEKLVAFAMAKRTKDKVEQESGEQFFNLGQVSYQNKK
I T e I

LR EHE SRR TR chat s

THLVTIVRTIZKSQYEF FPSVKIKEEK@DKKEINVWYTDS SIMMEKKKSEEKWEKKEN|3 137
TRILVTRVRTIFKSQYEF FPSVK KEEKIWAKKEIVETDSSRIPAEKKKSEEKWEKKENS 137
TEILVTRVRTDKSQYEFLFPSVKIKEEKDKKEEVATDSSEKIEK KN EMNANAE 130

TGLVTRVRTDKSQYEFLFPSVKIKEEKRDKKEEVATDSSEKVEKKKSEEKPEKKENS 137
TGLVTRVRTDKSQYEFLFPSVKIKEEKRDKKEEVATDSSEKVEKKKSEEKPEKKENS 137
TGLVTRVRTDKSQYEFLFPSVKIKEEKRDKKEEVATDSSEKVEKKKSEEKPEKKENS 137
TGLVTRVRTDKSQYEFLFPSVKIKEEKRDKKEEVATDSSEKVEKKKSEEKPEKKENS 137

N N NN N NN N R W o N I oy e R *

X non conserved
B similar
> 50% conserved



