
logo MRKGLTFLVEVL IVATLAVI
V
L
MGIAFAGALLMTSQLVASNLRASAQARFATDAKAAAVQVLERRSAEVLKSE IVPALSPYKDAPLDPDN

NTDB id 49123 TTJL18 RS04155 WP 014629428.1 MRKGLTFVEVLIALAVLGIAFGALLMSQVSNLRASAQARFATDAKAAAVQVLERRSAEVLKSEIVPALSPYKDAPLDPDN 80
NTDB id 1031 TT RS04320 WP 011173284.1 MRKGLTLVEVLVTLVIMGIAFAALLTSQLANLRASAQARFATDAKAAAVQVLERRSAEVLKSEIVPALSPYKDAPLDPDN 80
consensus !!!!!! !!!!* ! **!!!!*!!! !!* !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo PSGNWRSFYFVDYYFSCPTRVAPSPKQRGGSVANLRPDGLTCSGTETI
VFGIPVAWDS IRGENSGI LGEGVVTVVVTATHPRGP

NTDB id 49123 TTJL18 RS04155 WP 014629428.1 PSGNWRSFYFVDYYFSCPTRVAPSPKQRGGSVANLRPDLTCSGTETVFGIPVAWSIRGESGILGEGVVTVVVTATHPRGP 160
NTDB id 1031 TT RS04320 WP 011173284.1 PSGNWRSFYFVDYYFSCPTRVAPSPKQRGGSVANLRPGLTCSGTETIFGIPVAWDIRGENGILGEGVVTVVVTATHPRGP 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!*!!!!!!! !!!! !!!!!!!!!!!!!!!!!!!!

logo KVTLMGRRVTCYDVYPSPTQDQPAPCPPPGGGRP
NTDB id 49123 TTJL18 RS04155 WP 014629428.1 KVTMGRRVTCYDVYPSPTQDQPAPCPPPGGGRP 193
NTDB id 1031 TT RS04320 WP 011173284.1 KVTLGRRVTCYDVYPSPTQDQPAPCPPPGGGRP 193
consensus !!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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