
logo MLARLGQREWALLAMVLTALLGLLWYYLL IVPTRQE IATVRQE IDRLTI ERNRGLQARRALPELRATIAALQAQRLAFLR
NTDB id 49118 TTJL18 RS03330 WP 014629294.1 MLARLGQREWALLAMVLTALLGLLWYYLLIVPTRQEIATVRQEIDRLTIERNRGLQARRALPELRATIAALQAQRLAFLR 80
NTDB id 1025 TT RS05135 WP 011173434.1 MLARLGQREWALLAMVLTALLGLLWYYLLIVPTRQEIATVRQEIDRLTIERNRGLQARRALPELRATIAALQAQRLAFLR 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ALPREERLAEVLSEVLQDAEASGVVVRSFTRSRTSAPVPEVRAVNLALALEAPFPE I
TYAYLRRLEDLSRFSTLSGLNLSV

NTDB id 49118 TTJL18 RS03330 WP 014629294.1 ALPREERLAEVLSEVLQDAEASGVVVRSFTRSRTSAPVPEVRAVNLALALEAPFPEIYAYLRRLEDLSRFSTLSGLNLSV 160
NTDB id 1025 TT RS05135 WP 011173434.1 ALPREERLAEVLSEVLQDAEASGVVVRSFTRSRTSAPVPEVRAVNLALALEAPFPETYAYLRRLEDLSRFSTLSGLNLSV 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!

logo QSQEANPTLATGSLTLTVYVLAQGVEAEETGGSTP
NTDB id 49118 TTJL18 RS03330 WP 014629294.1 QSQEANPTLATGLTLTVYVLAQGVEEETGGSTP 193
NTDB id 1025 TT RS05135 WP 011173434.1 QSQEANPTLATSLTLTVYVLAQGVEAETGGSTP 193
consensus !!!!!!!!!!! !!!!!!!!!!!!! !!!!!!!
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