
logo MMSAVLSTIGDRKRLGAI
ALLDQAGYLLGTDNEDELQRALERHSREVGGRSLADEVL IVDSMGMLVLGSEKRR IARQATI EEDARLFGIPLVNELLHARVQEPIDPPAKVALK

NTDB id 49111 TTJL18 RS00100 WP 014628817.1 MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERRIAQTIEDRFGIPLVELHRVEIPPKAK 80
NTDB id 1028 TT RS08215 WP 011173991.1 MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERRIAQTIEDRFGIPLVELHRVEIPPKVK 80
NTDB id 1306 DR RS10060 WP 027479822.1 .MALSIGDRRLGAILLDQGYLGDNDLQRALERHSEVGGRLADVLIDSGMVGEKRIARAIEEALGIPLVNLLAVQPDPAAL 79
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NTDB id 49111 TTJL18 RS00100 WP 014628817.1 ALLPAEKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSALLYALAKHYPELGLPVPPP..P 158
NTDB id 1028 TT RS08215 WP 011173991.1 ALLPAEKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPP..P 158
NTDB id 1306 DR RS10060 WP 027479822.1 RSIRPQTALNLQAFPFALE..GDRLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWAIATHYPELGLEIVVPSGA 157
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L
T
PEDEQALYERVALAEQEKGTLTEFLPENSPTSEGFIHVPGDEPESVALA

NTDB id 49111 TTJL18 RS00100 WP 014628817.1 SGEGQKDLKLGELLLQKGWISREALEEALVEQEKTGDLLGRILV.RKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAA 237
NTDB id 1028 TT RS08215 WP 011173991.1 SGEGQKDLKLGELLLQKGWISREALEEALVEQEKTGDLLGRILV.RKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAA 237
NTDB id 1306 DR RS10060 WP 027479822.1 SDAGRTGGKLGERLITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVL 237
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WEREL IFEGRQRFAYPEQRKGNRLGEQVLVQEGTKLSR
NTDB id 49111 TTJL18 RS00100 WP 014628817.1 ALLLRSDALRYGAVPIGFQNGKVEVVLSDPRHKEAVAQLLKRPARFYLALPQAWEELFGRAYPEKNRLGEVLVQEGKLSR 317
NTDB id 1028 TT RS08215 WP 011173991.1 LLLLRSDALRYGAVPIGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSR 317
NTDB id 1306 DR RS10060 WP 027479822.1 GSMLRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSR 317
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NTDB id 49111 TTJL18 RS00100 WP 014628817.1 EALKEALEVQKGLPRAKPLGEILVELGLARPEDVEEALQKQRQGGGRLEDTLVQSGKLRPEALAQAVATQLGYPYVDPEQ 397
NTDB id 1028 TT RS08215 WP 011173991.1 EALKEALEVQKGLPRAKPLGEILVELGLARPEDVEEALQKQRRGGGRLEDTLVQSGKLRPEALAQAVATQLGYPYVDPEE 397
NTDB id 1306 DR RS10060 WP 027479822.1 DQLREALQVQAREGKVKPLGEVITELGFASPDEVDSALQKQNVGGGRLEDTLVQSGKLSPEMLARSLAAQLGYEFLDPIQ 397
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NTDB id 49111 TTJL18 RS00100 WP 014628817.1 DPPDPGASLLLPEDLCRRYGVFPHRLEGNRLVLLMKDPRNILALDDVRLALKRKGLNHEVAPAVATEAAITKLIERFYGK 477
NTDB id 1028 TT RS08215 WP 011173991.1 DPPDPGAPLLLPEDLCRRYGVFPHRLEGNRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPAVATEAAITKLIERFYGK 477
NTDB id 1306 DR RS10060 WP 027479822.1 NPPDPKVALMIPEATARRYVVVPVRLQGNSLVVAMKDPRNVFALDDLKLITG.....KEILPAVMAEKDIIRLIERYFGE 472
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V IREAAFLQDASDIHI ETPTREQDNADVKQVRYLR IDGALREPQYNSSTFLPKGA
NTDB id 49111 TTJL18 RS00100 WP 014628817.1 AELSEIAKEFAQKQVVEEAP..SPLELDESAAQKFVKQVIREAFLQDASDIHIEPRQNDVQVRLRIDGALRPYSTLPKGA 555
NTDB id 1028 TT RS08215 WP 011173991.1 AELSEIAKEFAKKQAEEEVP..SPLELDESAAQKFVKQVIREAFLQDASDIHIEPRQNDVQVRLRIDGALRPYSTLPKGA 555
NTDB id 1306 DR RS10060 WP 027479822.1 KGFEKLNKELAERNKTQQSQEADLSVADESAIVQVVDSIIREAALQDASDIHIETTEDAVKVRYRIDGALREQNSFPKGA 552
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NTDB id 49111 TTJL18 RS00100 WP 014628817.1 LNAVISVVKIMGGLNIAEKRLPQDGRVRYREGAIDVDLRLSTLPTVYGEKAVMRLLKKASDIPEIEDLGFAPGVFERFKE 635
NTDB id 1028 TT RS08215 WP 011173991.1 LNAVISVVKIMGGLNIAEKRLPQDGRVRYREGAIDVDLRLSTLPTVYGEKAVMRLLKKASDIPEIEDLGFAPGVFERFKE 635
NTDB id 1306 DR RS10060 WP 027479822.1 AQQIMARLKIMGHLDIAERRVPQDGRVRFKKGSIDLDLRLSTLPTVYGEKAVMRLLQKASNIPELEQLGFSEYNYARYTE 632
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VEYEVIPGIVNQSTQVNNPSQTAGMLTFARALRAFLRQDPDI I FM
NTDB id 49111 TTJL18 RS00100 WP 014628817.1 VISKPYGIFLITGPTGSGKSFTTFSILKRIATPDKNTQTIEDPVEYEIPGINQTQVNPQAGLTFARALRAFLRQDPDIIM 715
NTDB id 1028 TT RS08215 WP 011173991.1 VISKPYGIFLITGPTGSGKSFTTFSILKRIATPDKNTQTIEDPVEYEIPGINQTQVNPQAGLTFARALRAFLRQDPDIIM 715
NTDB id 1306 DR RS10060 WP 027479822.1 IIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKPEKNTTTIEDPIEYEVPGIVQSQVNNSTGMTFARALRAFLRQDPDIIF 712
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logo VGE IRDQSETAKIAVTEAALTGHMLVLIATLHTNDAPAGQAVITRLEDEMGI
VENPFNVI SAAVLMIGVLASQRLVRR I

VCDESEHCKQVPETVNKAPDPETVL
NTDB id 49111 TTJL18 RS00100 WP 014628817.1 VGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAITRLDEMGVEPFNVSAALIGVLSQRLVRRICDHCKVEVKPDPEVL 795
NTDB id 1028 TT RS08215 WP 011173991.1 VGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAITRLDEMGVEPFNISAALIGVLSQRLVRRVCEHCKVEVKPDPETL 795
NTDB id 1306 DR RS10060 WP 027479822.1 VGEIRDQETAKIAVEAALTGHMVLATLHTNDAPGAVTRLEEMGIENFNISAAVMGVLAQRLVRRVCSECKQPTNADPEVL 792
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NTDB id 49111 TTJL18 RS00100 WP 014628817.1 RRLGLSEAEIQGARLSKGMGCERCGGTGYKGRYAIHELLVVDDEIRHAIVAGKSATEIKEIAR.RKGMKTLREDGLYKAL 874
NTDB id 1028 TT RS08215 WP 011173991.1 RRLGLSEAEIQGARLYKGMGCERCGGTGYKGRYAIHELLVVDDEIRHAIVAGKSATEIKEIAR.RKGMKTLREDGLYKAL 874
NTDB id 1306 DR RS10060 WP 027479822.1 RRLGISERDIRGANLMRGTGCPRCGGTGYKGRMGIHELMVMDDSLRRTIGAGRPAAEIRDVALGESGLRSLRQDGIEKAL 872
consensus !!!!*!!**!*!!*! *!*!!*!!!!!!!!!!**!!!!*!*!!**!**!*!!**!*!!***!* **!***!!*!!**!!!

logo QGLITTLEEVLAVRTAI SE
NTDB id 49111 TTJL18 RS00100 WP 014628817.1 QGITTLEEVLARTIE 889
NTDB id 1028 TT RS08215 WP 011173991.1 QGITTLEEVLARTIE 889
NTDB id 1306 DR RS10060 WP 027479822.1 QGLTTLEEVLAVTAS 887
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