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SGO RS10255 WP 012131059.1
KZH43 RS00225 WP 000801613.1
SPD RS00240 WP 000801613.1
SPR RS00235 WP 000801613.1
SP RS00260 WP 000801611.1

SMSK321 RS10735 WP 000801634.
SM12261 RS00280 WP 000801588.

SGO RS10255 WP 012131059.1
KZH43 RS00225 WP 000801613.1
SPD RS00240 WP 000801613.1
SPR RS00235 WP 000801613.1
SP RS00260 WP 000801611.1

SMSK321 RS10735 WP 000801634.
SM12261 RS00280 WP 000801588.

SGO RS10255 WP 012131059.1
KZH43 RS00225 WP 000801613.1
SPD RS00240 WP 000801613.1
SPR RS00235 WP 000801613.1
SP RS00260 WP 000801611.1

SMSK321 RS10735 WP 000801634.
SM12261 RS00280 WP 000801588.

SGO RS10255 WP 012131059.1
KZH43 RS00225 WP 000801613.1
SPD RS00240 WP 000801613.1
SPR RS00235 WP 000801613.1
SP RS00260 WP 000801611.1

SMSK321 RS10735 WP 000801634.
SM12261 RS00280 WP 000801588.
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NTDB id 49048 SESEC RS03405 WP 014622590.1 425
NTDB id 422 SGO RS10255 WP 012131059.1 422
NTDB id 248 KZH43 RS00225 WP 000801613.1 419
NTDB id 207 SPD RS00240 WP 000801613.1 419
NTDB id 172 SPR RS00235 WP 000801613.1 EGKAKLTAYLSSKDVARIKVGDSVRYTTTHDA[ENQLFLDSTITSIDATATKTEKGNFFKIEAETNLTSEQAEK 419
NTDB id 132 SP RS00260 WP 000801611.1 EGKAKLTAYLSSKFVARIKVGDSVRYTTTHDANQLFLDSTITSIDATATKTEKGNFFKIEAETNLTSEQAEK 419

NTDB id 512 SMSK321 RS10735 WP 000801634. EGKAKLTAYLSSKDVARIKVGDSVRYTTTHDANQ FLDSTITSIDATATKTEKGNFFKIEAETNLTSEQHEK/EEEEE)
NTDB id 484 SM12261 RS00280 WP 000801588. EGKJKLTAYLSSKDVARIKVGDSVRYTTTHDAJANQLFLDSTITSIDATATKTEGNFFKIEAETNLTSQAMRKIREER
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NTDB id 49048 SESEC RS03405 WP 014622590.1 453
NTDB id 422 SGO RS10255 WP 012131059.1 452
NTDB id 248 KZH43 RS00225 WP 000801613.1 449
NTDB id 207 SPD RS00240 WP 000801613.1 449
NTDB id 172 SPR RS00235 WP 000801613.1 449
NTDB id 132 SP RS00260 WP 000801611.1 449
NTDB id 512 SMSK321 RS10735 WP 000801634.1 449
NTDB id 484 SM12261 RS00280 WP 000801588.1 449
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