logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

49025 STH8232 RS11660 WP 002946147.1

358
421
511
483
247
206
171
131

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

49025 STH8232 RS11660 WP 002946147.1

358
421
511
483
247
206
171
131

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

49025 STH8232 RS11660 WP 002946147.1

358
421
511
483
247
206
171
131

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

49025 STH8232 RS11660 WP 002946147.1

358
421
511
483
247
206
171
131

consensus

SMU RS01425 WP 002263523.1

SGO RS10260 WP 012131060.1
SMSK321 RS10730 WP 000668322.1
SM12261 RS00275 WP 000668315.1
KZH43 RS00220 WP 000668290.1
SPD RS00235 WP 000668290.1

SPR RS00230 WP 000668290.1

SP RS00255 WP 000668284 .1

SMU RS01425 WP 002263523.1

SGO RS10260 WP 012131060.1
SMSK321 RS10730 WP 000668322.1
SM12261 RS00275 WP 000668315.1
KZH43 RS00220 WP 000668290.1
SPD RS00235 WP 000668290.1

SPR RS00230 WP 000668290.1

SP RS00255 WP 000668284 .1

SMU RS01425 WP 002263523.1

SGO RS10260 WP 012131060.1
SMSK321 RS10730 WP 000668322.1
SM12261 RS00275 WP 000668315.1
KZH43 RS00220 WP 000668290.1
SPD RS00235 WP 000668290.1

SPR RS00230 WP 000668290.1

SP RS00255 WP 000668284 .1

SMU RS01425 WP 002263523.1

SGO RS10260 WP 012131060.1
SMSK321 RS10730 WP 000668322.1
SM12261 RS00275 WP 000668315.1
KZH43 RS00220 WP 000668290.1
SPD RS00235 WP 000668290.1

SPR RS00230 WP 000668290.1

SP RS00255 WP 000668284 .1

veomvmmsses oo AR RS CASLAVENY S

MKQVIYVVLIVIAVNILLEITKRVTKRGGTVSSSNPLPDGQSKL|ZW RHYKLVPQ DiwiD CGIZANIL ABVEN 1Y GSI YN (A
NRAQVDIIDCGVA LAM FGYYGSY BJLA

ALREARTT:TTALROAEECEE RAIAD TLEDLEDLTE e LAYV ks A

MLREL KTIWWQGTTALG VIHIAISY GFETR IKADMTLFDMUDLT PF \WHV K& LEHYYVVNGEIL [N

TLREKAKTTNDGTTALGLVKVAEG NFETRAEKADM LFDLJX PF AH LK GKLLHYYVVTGQDKH IHIADPDP(]
HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDK[STIHIADPDPG
HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG
HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG
HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG
HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG
HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG
* * * % * * % ok X * * *

WKL Benbegt VTR A AR el L LKL AUIVATLVTY IS LAS Y

VKLTKLPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTY]

VKLTKLPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTY]

VKLTKLPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTY]

VKLTKLPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTY]
* % ok % k * * % ok % k * * * * % ok k kX * *

PDQIEASTLG I IGL IgYI AISEYLLEWVLSIRRL\YIDVILSYIKH FQSLPMSFFATRRTGEIQSRFTDAN[NII
TLG ISIGL IVYILQQ.LSYAQEYLLLVLGQRLSIDVILSYIKHVFQLPMSFFATRRTGEIVSRFTDANRII
VPDOQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSII
VPDOQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSII

VPDOQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSII
VPDOQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSII
VPDOQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSII

VPDOQMRSTLGIISIGLVIVYIRQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSII
* * * * ok % k * *

160
116
116
116
116
116
116
116

240
196
196
196
196
196
196
196

320
276
276
276
276
276
276
276



= AT FDT s LFSmLER ULy

PAFRCFER i EAWLSSS EDINIET

NTDB id 49025 STH8232 RS11660 WP 002946147 .1 . . . . . . it e e e e e e e e e e e e e e e e e e e e e e e e e e e e et e 0
NTDB id 358 SMU RS01425 WP 002263523.1 400
NTDB id 421 SGO RS10260 WP 012131060.1 DALASTILSIFLDVSMVEII VLFSQN ELFFMTLL P Y[\ IIF@FMKPFEKMN TMEAN 356

NTDB id 511 SMSK321 RS10730 WP 000668322.1 DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDING IETeelsts
NTDB id 483 SM12261 RS00275 WP 000668315.1 DALASTILSIFLDVSTVVIISLVLFSQNTNLFFBTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIE Tt

NTDB id 247 KZH43 RS00220 WP 000668290.1 DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET] 356
NTDB id 206 SPD RS00235 WP 000668290.1 DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET] 356
NTDB id 171 SPR RS00230 WP 000668290.1 DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET] 356
NTDB id 131 SP RS00255 WP 000668284.1 DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET] 356
consensus * ok ok % ok % ok * * % * % * %

= oL TOESRY o NN LGFyshe ﬁQQKALKKVA LG

|
ALV DK SLEAL L
‘\( Sk NIV SA i s
NTDB id 49025 STH8232 RS11660 WP 002946147.1
NTDB id 358 SMU RS01425 WP 002263523.1 480
NTDB id 421 SGO RS10260 WP 012131060.1 Q 436
NTDB id 511 SMSK321 RS10730 WP 000668322.1 IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTN 436
NTDB id 483 SM12261 RS00275 WP 000668315.1 IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTN 436

13

NTDB id 247 KZH43 RS00220 WP 000668290.1 IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYF T Nes(d]
NTDB id 206 SPD RS00235 WP 000668290.1 IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYF T N Rl
NTDB id 171 SPR RS00230 WP 000668290.1 IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYF T Neie(d]
NTDB id 131 SP RS00255 WP 000668284 .1 IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYF T N es(d)

consensus ok ok K ok ok ok ok K * ok ok ok ok K * * ok ok K * % % 1l N

- B LK QIA 0 MARLIEN L SEFER v D AR LIl e
< ‘§Q}S H R <QA T L |KA

NTDB id 49025 STH8232 RS11660 WP 002946147.1 .. Q 69
NTDB id 358 SMU RS01425 WP 002263523.1 P ENIINLQ KLQ AVAN RLNEVYLVSEFE S FLDI F 560
NTDB id 421 SGO RS10260 WP 012131060.1 PLENIINLQTKLQ ARVANRRLNEVYLVIASEFEEKKIR |DL S|:858] Di§yF VYKYGYG VLS I L 516
NTDB id 511 SMSK321 RS10730 WP 000668322.1 516
NTDB id 483 SM12261 RS00275 WP 000668315.1 516
NTDB id 247 KZH43 RS00220 WP 000668290.1 516
NTDB id 206 SPD RS00235 WP 000668290.1 516
NTDB id 171 SPR RS00230 WP 000668290.1 516
NTDB id 131 SP RS00255 WP 000668284.1 516
consensus ! R N ISR ! ok ok ok ok | kok ok ok ok ok ok * %k >k % *

- 3SR TTLA VY6010 M) R LRV EALLLCARESTCED! LR

X | | N NS NsSN = < H s s A s =Y

NTDB id 49025 STH8232 RS11660 WP 0029046147 . 1 . . i i it i i it e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e et e e e e e e e e e e e e e e e e e e e e ee e 69
NTDB id 358 SMU RS01425 WP 002263523.1 GE\SGSGKTTLAKIRIVNEFY PRISGH 13 NGK| LEQUIDKWALRIGITRIYLPQQEYVFRIG I NL LGAKEGT QEDI RA[®E 640
NTDB id 421 SGO RS10260 WP 012131060.1 G SGSGKTTLAKMMVFYPQG T®ML.GGVNLNQ DKMALRQYINYLPQQPYVFNGTILENLLLGA EGTTQEDILRAVE 596

NTDB id 511 SMSK321 RS10730 WP 000668322.1 GISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAVEREESEIS
NTDB id 483 SM12261 RS00275 WP 000668315.1 GISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTIL NLLLGAKEGTTQEDILRAVEREEESES

NTDB id 247 KZH43 RS00220 WP 000668290.1 GISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAVE 596
NTDB id 206 SPD RS00235 WP 000668290.1 GISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAVE 596
NTDB id 171 SPR RS00230 WP 000668290.1 GISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAVE 596

NTDB id 131 SP RS00255 WP 000668284.1 GISGSGKTTLAKMMVNFYDPSQGEISLGEVNLNQIDKKALRQYINYLEQQPYVFNGTILENLLLGAKEGTTQEDILRAVE| 596
consensus * %k >k %k * %k k * *



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

49025 STH8232 RS11660 WP 002946147.1

358
421
511
483
247
206
171
131

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

49025 STH8232 RS11660 WP 002946147.1

358
421
511
483
247
206
171
131

consensus

SMU RS01425 WP 002263523.1

SGO RS10260 WP 012131060.1
SMSK321 RS10730 WP 000668322.1
SM12261 RS00275 WP 000668315.1
KZH43 RS00220 WP 000668290.1
SPD RS00235 WP 000668290.1

SPR RS00230 WP 000668290.1

SP RS00255 WP 000668284 .1

SMU RS01425 WP 002263523.1

SGO RS10260 WP 012131060.1
SMSK321 RS10730 WP 000668322.1
SM12261 RS00275 WP 000668315.1
KZH43 RS00220 WP 000668290.1
SPD RS00235 WP 000668290.1

SPR RS00230 WP 000668290.1

SP RS00255 WP 000668284 .1

[elRE

AETRSIDIEMMP[N[§YOTELHSDGAGISGGQ QRIALARALLTMAPVLILDEATSSLDILTEK I ENL
LAEIRGDIERMPLNYQTEL DGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRI DNL
LAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAP LILDEATSSLDILTEKRIVDNL
LAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL

LAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL
LAEIREDIERMPLNYQTELTSDGAGISGGQRORIALARALLTDAPVLILDEATSSLDILTEKRIVDNL
LAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL

LAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL
* * * * %

RT |8V V DQGKIVE GyNH|{ LLAJSNGF Yp@YLIJNE 760

qQ
HRLTIAERTEKVVVL QGKIVEEGKHADLLAQGGFYAHLVNS 17
HRLTIAERTEKVVVLDQGKIVEEGNHADLLAQGGFYAHLVNS 717
HRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHLVNS 717
HRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHLVNS 717
HRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHLVNS 717
HRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHLVNS 17

* * * % * % *

X non conserved
B similar
>50% conserved

R LANTELTSLAC SRR ALARALLTOAPVL ADEATSSLILERRIONL L T




