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ELHEREDR AR L AL LU LR T

MAELFKERSRRFTTRCAKYSRYVEFNDHFILVLLFLLGFVLVQYSQLLRHFPKNPWAIILGLLVLCLLLPFWGNIATYLEP
MAELFKERSRRFTTRCAKYSRYVENDHFILVLLFLLGFVLVQYSQLLRHFPKNPWAIILGLLVLCLLLPFWGNIATYLEP
MAJSLFKERS RFNARCAKYSRYVFNDHFILVLLFLLGFVLVQYSQLL HFPKNPWAIILGLLVLCLLLPFWGNIATYLEP

T e e

ADKHYLLVKEEEVLDHIKKATG®AFRFWVLIQTLIFILVVPLFLALGLPVWGVVLVAVAMAILKYFIFQKKAQPFYKQSG
ADKHYLLVKEEEVLDHIKKATGRAFRFWVLIQTLIFILVVPLFLALGLPVWGVVL AVAMAILKYFIFQKKAQPFYKQSG
ADKHYLLVKEEEVLDH KKATGRAFRFWV QTLIFILV PLFLALGLPVWGV LVAVAMAILKCFIFQKKAQPFYKQSG

TR RERRAE LAEELE A TR, TR YRR YL

LNWTDATAAENKRQQSILKFFSLFTNVKGITSSVKRRGYLDGILKRTKKDKKYTWYNLYLRAFLRSGDYVALSLRLFALT
LNWTDATAAENKRQQSILKFFSLFTNVKGITSSVKRRGYLDGILKRTKKDKKYTWYNLYLRAFLRSGDYVALSLRLFALT,
LNWTISATA ENKRQQSILKFFSLEFTNVKGITSSVKRR YLDGILKRTKKDKIMITWYNLYLRAFLRSGDYJALSLRLFALT)

T Y T A

LLVIFLVPEKWLAMVLVVVEDYLLLFQLTALKSHFAYQRMANLMPIGKDMQVSNLKRLINQIVLVMTLIQALCLFDLKFS
LLVIFLVPEKWLAMVLVVVFDYLLLFQLTALKSHFAYQRMANLMPIGKDMQVSNLKRLINQIVLVMTLIQALCLFDLKFS
LLVIFLVPEKWLAMVLVVVEDYLLLFQLTALKSHFAYQRMANLMP GKDMQVSNLKRLITQIVLVLTL QA CLFDLKFS
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X non conserved
B similar
> 50% conserved
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