logo

NTDB id 146 SP RS08570 WP 000614538.1

NTDB id 216 SPD RS08205 WP 000614552.1

NTDB id 182 SPR RS07820 WP 000614552.1

NTDB id 257 KZH43 RS07655 WP 220041236.1
NTDB id 384 SMU RS02325 WP 002263039.1

NTDB id 49001 STH8232 RS07115 WP 014621795.1
NTDB id 467 HSISS4 RS06915 WP 021143821.1
consensus

logo

NTDB id 146 SP RS08570 WP 000614538.1

NTDB id 216 SPD RS08205 WP 000614552.1

NTDB id 182 SPR RS07820 WP 000614552.1

NTDB id 257 KZH43 RS07655 WP 220041236.1
NTDB id 384 SMU RS02325 WP 002263039.1

NTDB id 49001 STH8232 RS07115 WP 014621795.1
NTDB id 467 HSISS4 RS06915 WP 021143821.1
consensus

logo

NTDB id 146 SP RS08570 WP 000614538.1

NTDB id 216 SPD RS08205 WP 000614552.1

NTDB id 182 SPR RS07820 WP 000614552.1

NTDB id 257 KZH43 RS07655 WP 220041236.1
NTDB id 384 SMU RS02325 WP 002263039.1

NTDB id 49001 STH8232 RS07115 WP 014621795.1
NTDB id 467 HSISS4 RS06915 WP 021143821.1
consensus

logo

NTDB id 146 SP RS08570 WP 000614538.1

NTDB id 216 SPD RS08205 WP 000614552.1

NTDB id 182 SPR RS07820 WP 000614552.1

NTDB id 257 KZH43 RS07655 WP 220041236.1
NTDB id 384 SMU RS02325 WP 002263039.1

NTDB id 49001 STH8232 RS07115 WP 014621795.1
NTDB id 467 HSISS4 RS06915 WP 021143821.1
consensus

IR

A

1

YR DTN AR o

1 A

e

MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIG
MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIG
MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIG
MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIG

MIQIGK FAGRYRI [EJIGRGGMADVYLADLILDEEVA KVLRTNYQTD@E AVERFQREARAMA L HPJIVRIRDIG
MIQ GK FAGRYRI KEJIGRGGMADVYLARNDLILDWNEEVA KVLRTNYQTD[N AVARFQREARAMJ LEHPNIVEIRDIG

EMM%MMWMMMMNMWW%MMWWW

EEDGQQYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVA
EEDGQQYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVA
EEDGQQYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVA
EEDGQQYLAMEYVAGLDLKRYJKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVA
EEDGQQ LAMEYVPGRDLK YIM HRAPLSNRER RIME LEAMWLAHEN GI HRDLKPQN LLT/DGTAKVTDFGIAVA

\JVRIMG LEJAMWLAHN GI HRDLKPQN LLTIDGRIAKVTDFGIAVA

5SROI Uy

FAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQWPLPSVIAENSSVP

FAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQRNPLPSVIAENESVP
FAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQRPLPSVIAENESVP

e N

QALENVIIKATAKKLTNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVQAQTEHNKSI
QALENVITIKATAKKLTNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVQAQTEHRKSI
QALENVIIKATAKKLTNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVQAQTEHNKSI
QALENVITIKATAKKLTNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVQAQTEHRKSI

il

. . WAVGRNIQ DS VESVGPEQ . KISPKPSEPT
N eRIQUDP VP S ARMEISKAVAABPSEPT

* % % Poe Do DD D seskoskosk k% * *k k% kkxk

Pk o Db Pk Dbk b bk |l skeskskskskskokok sk |

160
160
160
160
160
160
160

240
240
240
240
240
240
240

319
319
319
319
318
317
318



logo

NTDB id 146 SP RS08570 WP 000614538.1

NTDB id 216 SPD RS08205 WP 000614552.1

NTDB id 182 SPR RS07820 WP 000614552.1

NTDB id 257 KZH43 RS07655 WP 220041236.1
NTDB id 384 SMU RS02325 WP 002263039.1

NTDB id 49001 STH8232 RS07115 WP 014621795.1
NTDB id 467 HSISS4 RS06915 WP 021143821.1
consensus

logo

NTDB id 146 SP RS08570 WP 000614538.1

NTDB id 216 SPD RS08205 WP 000614552.1

NTDB id 182 SPR RS07820 WP 000614552.1

NTDB id 257 KZH43 RS07655 WP 220041236.1
NTDB id 384 SMU RS02325 WP 002263039.1

NTDB id 49001 STH8232 RS07115 WP 014621795.1
NTDB id 467 HSISS4 RS06915 WP 021143821.1
consensus

logo

NTDB id 146 SP RS08570 WP 000614538.1

NTDB id 216 SPD RS08205 WP 000614552.1

NTDB id 182 SPR RS07820 WP 000614552.1

NTDB id 257 KZH43 RS07655 WP 220041236.1
NTDB id 384 SMU RS02325 WP 002263039.1

NTDB id 49001 STH8232 RS07115 WP 014621795.1
NTDB id 467 HSISS4 RS06915 WP 021143821.1
consensus

logo

NTDB id 146 SP RS08570 WP 000614538.1

NTDB id 216 SPD RS08205 WP 000614552.1

NTDB id 182 SPR RS07820 WP 000614552.1

NTDB id 257 KZH43 RS07655 WP 220041236.1
NTDB id 384 SMU RS02325 WP 002263039.1

NTDB id 49001 STH8232 RS07115 WP 014621795.1
NTDB id 467 HSISS4 RS06915 WP 021143821.1
consensus

hSoaaperanedlib Rk dnbes Vv bbe Tl PN oy or shFe ek

PAPSKQPREKASLS..
IZK QPRKKITPAKK K BNFF STLIMKMF LGRYFEGIIIFA
* %k koo sk sk sk okoskosk sk skoskokook |l skosk ok skoskosk sk ok skokoskoskosk ok | skoskosk sk skoskokoskosk sk skoskok | oskoskoskoskok | sk |k ook skoskosk sk | oskosk sk sk sk sk ok kol kok | kok

rslec IR L HE Y et e g e

ok ok ok kok | Pokokoeok Dbkl ] Plokokoskoskokosk Dok Dok Dokoskoskok Dok Dokokokok Dok Dokok Dskskk ok Dokokokok | skook skokok ooskokok ok ok ok

L 0L RSTENLE ML LBEE . ESCELE

I[N

PKD KAKIKFRVA:TPKTIT PRVTELTVETAMQTI®N SISDESSSSINEYH YNTGVKLDKSKVP N
PKDESKAKMKFR\WN. TPKIMTMPRIVTELTVETAMQTIBNRISNESSSSIEYHBYNTGAKLDKAKIPES
1 oskosk ok sk |1 sk sk sk sk sk ok sk sk sk sk ok ok k ok >k 5k 3k 3k 5k >k >k ok 5k 5k 5k oF sk ok k k sk sk sk k ok |k %k sk sk k |k sk sk k ok * %k k | %

2l st L s eSSkt s e e T o

PGTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTSVAMPSYIGSSLEFTKNNLIQIVGIKEANIEVVEVTTAPAGSAEGMVV
PGTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTSVAMPSYIGSSLEFTKNNLIQIVGIKEANIEVVEVTTAPAGSYEGMVV
PGTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTSVAMPSYIGSSLEFTKNNLIQIVGIKEANIEVVEVTTAPAGSEGMVYV|
PGTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTSVAMPSYIGSSLEFTKNNLIQIVGIKEANIEVVEVTTAPAGSEGMVYV|
...... ....SSSTSSS EBST SSTETAT
...... ....ST...SSEYDSTTESTETST

1 sk skosk sk sk sk ok sk sk ok ko k ok * * kokkkkkkkokkkkk | skkkkk

[EXE 3!

skokoskookkk | ook | oskosk sk sk ok sk sk sk ok kokokok sk k | ok

398
398
398
398
398
395
398

477
477
477
477
477
475
478

548
548
548
548
550
554
557

628
628
628
628
612
616
616



logo

NTDB id 146 SP RS08570 WP 000614538.1

NTDB id 216 SPD RS08205 WP 000614552.1

NTDB id 182 SPR RS07820 WP 000614552.1

NTDB id 257 KZH43 RS07655 WP 220041236.1
NTDB id 384 SMU RS02325 WP 002263039.1

NTDB id 49001 STH8232 RS07115 WP 014621795.1
NTDB id 467 HSISS4 RS06915 WP 021143821.1
consensus

Es R EVDLITRK S ICKTTSAT

EQSPRAGEKVDLNKTRVKISIYKPKTTSATP
EQSPRAGEKVDLNKTRVKISIYKPKTTSATP

EQSPRAGEKVDLNKTRVKISIYKPKTTSATP
EQSPRAGEKVDLNKTRVKISIYKPKTTSATP

X
]

non conserved
similar
> 50% conserved

659
659
659
659
616
623
624



