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NTDB id 48938 SGGB RS10920 WP 012962615.1 KL...LKESHKKPNRKPTAVTEDDIMATLSRLSGIPVEKMTQADSKKYLNLEKELHKRVIGQDSAISAISRAIRRNQAGIRTGKR 543
NTDB id 377 SMU RS09275 WP 002262344.1 RL...LKKEKKPLLKKRAEVKEEDILATLSKLSGIPVKKLTQADSKKYLNLERELHKRVIGQDDAVSSISRAIRRNQSGIRVGKR 543
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logo PMIGSF ILMFVLGPTGVGKTELSARKQALADIELSEVI
V
LFGDSDAEEDSNSAMLLIR I

V
FDMSEFYMEKHFSATVAASKRL IVNGSAPPGYVGYEDEAGGQELTERKVRRHNNKPYSLVVILLLFDE I

VEK
NTDB id 241 SP RS04015 WP 000882523.1 PIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGYVGYDEAGQLTEKVRHNPYSLILLDEVEK 563
NTDB id 281 KZH43 RS03550 WP 000882517.1 PIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGYVGYDEAGQLTEKVRHNPYSLILLDEVEK 563
NTDB id 245 SPD RS03860 WP 000882517.1 PIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGYVGYDEAGQLTEKVRHNPYSLILLDEVEK 563
NTDB id 243 SPR RS03635 WP 000882517.1 PIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGYVGYDEAGQLTEKVRHNPYSLILLDEVEK 563
NTDB id 85 BSU 00860 NP 387967.1 PIGSFIFLGPTGVGKTELARALAESIFGDEESMIRIDMSEYMEKHSTSRLVGSPPGYVGYDEGGQLTEKVRRKPYSVVLLDEIEK 621
NTDB id 610 V4T04 RS10165 WP 012897346.1 PMGSFMFLGPTGVGKTELAKALADSVFGSEDNMIRVDMSEFMEKHSTSRLIGAPPGYVGYDEGGQLTERVRNKPYSVVLLDEVEK 630
NTDB id 287 SP RS11210 WP 001109712.1 PIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVGYEEGGELTEKVRNKPYSVLLFDEVEK 625
NTDB id 290 KZH43 RS10025 WP 001109677.1 PIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVGYEEGGELTEKVRNKPYSVLLFDEVEK 625
NTDB id 289 SPD RS10700 WP 001109677.1 PIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVGYEEGGELTEKVRNKPYSVLLFDEVEK 625
NTDB id 329 STU RS10020 WP 011225298.1 PIGSFMFLGPTGVGKTELAKALAEVLFDDESALLRFDMSEYMEKFAASRLNGAPPGYVGYDEGGELTEKVRNKPYSVLLFDEIEK 631
NTDB id 297 STER RS00545 WP 011680614.1 PIGSFMFLGPTGVGKTELAKALAEVLFDDESALLRFDMSEYMEKFAASRLNGAPPGYVGYDEGGELTEKVRNKPYSVLLFDEIEK 631
NTDB id 48938 SGGB RS10920 WP 012962615.1 PIGSFMFLGPTGVGKTELAKALAELLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVGYEEGGELTEKVRNKPYSVLLFDEVEK 628
NTDB id 377 SMU RS09275 WP 002262344.1 PIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVGYEEGGELTEKVRNKPYSVLLFDEVEK 628
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logo AHPDVIMFHNI
M
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VLEDDGFRVVLTDTGSQRKGRTKVSDFRKSDNATI LI IMTSNVALGTASGTEKALKRRTDNEDAKYSTVGFNGVARQAKNSTRDFMEIATRSGAQFHNDHQYSKQEDNARMKQETDASKNKSRMIVFMLGEELGKRNKHVSFAFYSRPEFLMINRFID
NTDB id 241 SP RS04015 WP 000882523.1 AHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..TEASVGFGAAREG.....RTNSVLGELGNFFSPEFMNRFD 641
NTDB id 281 KZH43 RS03550 WP 000882517.1 AHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..TEASVGFGAAREG.....RTNSVLGELGNFFSPEFMNRFD 641
NTDB id 245 SPD RS03860 WP 000882517.1 AHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..TEASVGFGAAREG.....RTNSVLGELGNFFSPEFMNRFD 641
NTDB id 243 SPR RS03635 WP 000882517.1 AHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..TEASVGFGAAREG.....RTNSVLGELGNFFSPEFMNRFD 641
NTDB id 85 BSU 00860 NP 387967.1 AHPDVFNILLQVLEDGRLTDSKGRTVDFRNTILIMTSNVGASELKRNKYVGFNVQDETQNHKDMKDKVMGELKRAFRPEFINRID 706
NTDB id 610 V4T04 RS10165 WP 012897346.1 AHPDVFNIMLQILDDGFVTDTKGRKVDFRNTIIIMTSNLGATALRDDKTVGFGAKNITADYSAMKSRILEELKRHYRPEFLNRID 715
NTDB id 287 SP RS11210 WP 001109712.1 AHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAKDIRFDQENMEKRMFEELKKAYRPEFINRID 710
NTDB id 290 KZH43 RS10025 WP 001109677.1 AHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAKDIRFDQENMEKRMFEELKKAYRPEFINRID 710
NTDB id 289 SPD RS10700 WP 001109677.1 AHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAKDIRFDQENMEKRMFEELKKAYRPEFINRID 710
NTDB id 329 STU RS10020 WP 011225298.1 AHPDIFNVLLQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAQTISHNHQAMQARIMEELKKSYRPEFINRID 716
NTDB id 297 STER RS00545 WP 011680614.1 AHPDIFNILLQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAQTISHNHQAMQARIMEELKKSYRPEFINRID 716
NTDB id 48938 SGGB RS10920 WP 012962615.1 AHPDIFNVLLQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDEKTVGFGARDMAHDYEAMQKRIMEELKKAYRPEFINRID 713
NTDB id 377 SMU RS09275 WP 002262344.1 AHPDIFNILLQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAKSFSQDYKAMESRILEELKKVYRPEFINRID 713
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NTDB id 241 SP RS04015 WP 000882523.1 GIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKDLK 726
NTDB id 281 KZH43 RS03550 WP 000882517.1 GIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKDLK 726
NTDB id 245 SPD RS03860 WP 000882517.1 GIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKDLK 726
NTDB id 243 SPR RS03635 WP 000882517.1 GIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKDLK 726
NTDB id 85 BSU 00860 NP 387967.1 EIIVFHSLEKKHLTEIVSLMSDQLTKRLKEQDLSIELTDAAKAKVAEEGVDLEYGARPLRRAIQKHVEDRLSEELLRGNIHKGQH 791
NTDB id 610 V4T04 RS10165 WP 012897346.1 ENIVFHSLESQEIEQIVKIMSKSLIKRLAEQDIHVKLTPSAVKLIAEVGFDPEYGARPLRKALQKEVEDLLSEQLLSGEIKAGNH 800
NTDB id 287 SP RS11210 WP 001109712.1 EKVVFHSLSSDHMQEVVKIMVKPLVASLTEKGIDLKLQASALKLLANQGYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVAGST 795
NTDB id 290 KZH43 RS10025 WP 001109677.1 EKVVFHSLSSDHMQEVVKIMVKPLVASLAEKGIDLKLQASALKLLANQGYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVAGSI 795
NTDB id 289 SPD RS10700 WP 001109677.1 EKVVFHSLSSDHMQEVVKIMVKPLVASLAEKGIDLKLQASALKLLANQGYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVAGSI 795
NTDB id 329 STU RS10020 WP 011225298.1 EKVVFHSLEEEQLHDIVKIMVKPLISALADKGISLKFQPAALKHLAKDGYDIEMGARPLRRTIQTQVEDKLSELLLGGQVVSGQT 801
NTDB id 297 STER RS00545 WP 011680614.1 EKVVFHSLEEEQLHDIVKIMVKPLISALADKGISLKFQPAALKHLAKDGYDIEMGARPLRRTIQTQVEDKLSELLLGGQVVSGQT 801
NTDB id 48938 SGGB RS10920 WP 012962615.1 EKVVFHNLTQENMRDVVKIMVKPLIATLAEKDITLKFQPSALKYLAEIGYDPEMGARPLRRTLQDKVEDELSELILSGELASGNT 798
NTDB id 377 SMU RS09275 WP 002262344.1 EKVVFHNLGQEDIRHIVKIMVAPLIAHLADQGITLKFQPSALKHLALAGYDAEMGARPLRRTLQTEVEDKLAELILSGKLASGQT 798
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NTDB id 241 SP RS04015 WP 000882523.1 A.VMTSKGNIQIKSAKKAEVKSSEKEK 752
NTDB id 281 KZH43 RS03550 WP 000882517.1 A.VMTSKGNIQIKSAKKAEVKSSEKEK 752
NTDB id 245 SPD RS03860 WP 000882517.1 A.VMTSKGNIQIKSAKKAEVKSSEKEK 752
NTDB id 243 SPR RS03635 WP 000882517.1 A.VMTSKGNIQIKSAKKAEVKSSEKEK 752
NTDB id 85 BSU 00860 NP 387967.1 IVLDVEDGEFVVKTTAKTN........ 810
NTDB id 610 V4T04 RS10165 WP 012897346.1 VSIGASNKKIKIAQIV........... 816
NTDB id 287 SP RS11210 WP 001109712.1 LKIGVKAGQLKFDIA............ 810
NTDB id 290 KZH43 RS10025 WP 001109677.1 LKIGVKAGQLKFDIA............ 810
NTDB id 289 SPD RS10700 WP 001109677.1 LKIGVKAGQLKFDIA............ 810
NTDB id 329 STU RS10020 WP 011225298.1 LKIGCSKDKLTFTVV............ 816
NTDB id 297 STER RS00545 WP 011680614.1 LKIGCSKDKLTFTVV............ 816
NTDB id 48938 SGGB RS10920 WP 012962615.1 LKIGVSKGQLKFDIA............ 813
NTDB id 377 SMU RS09275 WP 002262344.1 LKIGIQKEKLKFDIV............ 813
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