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NTDB id 48915 SGGB RS04175 WP 012961765.1 MAKKSKLSKQT.KSLLSL.VILLVGIGTGWVTLTDSNDPLNQVVSLITGDSSSEITSNQSSSDSATPTQSLAETVLTDSVKEQLG 83
NTDB id 262 KZH43 RS08770 WP 001036779.1 ......MNKKTRQTLIGLLVLLLLSTGSYYIKQMPS............APNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIK 67
NTDB id 221 SPD RS09380 WP 001036779.1 ......MNKKTRQTLIGLLVLLLLSTGSYYIKQMPS............APNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIK 67
NTDB id 187 SPR RS08930 WP 001036779.1 ......MNKKTRQTLIGLLVLLLLSTGSYYIKQMPS............APNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIK 67
NTDB id 152 SP RS09870 WP 001036779.1 ......MNKKTRQTLIGLLVLLLLSTGSYYIKQMPS............APNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIK 67
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NTDB id 48915 SGGB RS04175 WP 012961765.1 ANIEWNGAGAYIINNNQTSLNAKVSSQPYANNKTKTVQGQTVPTVANALLSKSTRQYKSREETGNGSTPWTPAGWHQVQDLSGTY 168
NTDB id 262 KZH43 RS08770 WP 001036779.1 GSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSY 152
NTDB id 221 SPD RS09380 WP 001036779.1 GSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSY 152
NTDB id 187 SPR RS08930 WP 001036779.1 GSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSY 152
NTDB id 152 SP RS09870 WP 001036779.1 GSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSY 152
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THAVDRGHLLGYALVIGGLKDGFDASTSNPDKNVIATVQTAWANEQANQSAESYSTGQNYYESLKVRKALDQNKRVRYRVTL IYYDAGSDNENDLLVAPSGATS

NTDB id 48915 SGGB RS04175 WP 012961765.1 SHAVDRGHLLGYALVGGLKGFDASTSNPDNVATQTAWANEANSESSTGQNYYESLVRKALDQNKRVRYRVTLIYDGD.NLLASGT 252
NTDB id 262 KZH43 RS08770 WP 001036779.1 THAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSAS 237
NTDB id 221 SPD RS09380 WP 001036779.1 THAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSAS 237
NTDB id 187 SPR RS08930 WP 001036779.1 THAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSAS 237
NTDB id 152 SP RS09870 WP 001036779.1 THAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSAS 237
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NTDB id 48915 SGGB RS04175 WP 012961765.1 HLEAKSSDGSLEFNVFVPNVQSGLTFDYYSGQVSVN. 288
NTDB id 262 KZH43 RS08770 WP 001036779.1 QIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 221 SPD RS09380 WP 001036779.1 QIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 187 SPR RS08930 WP 001036779.1 QIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 152 SP RS09870 WP 001036779.1 QIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
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