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NTDB id 36 MW RS08230 WP 001793467.1 MVLLYQFLLRYKDFLTQWK..LYIISAVVLIMVLIGFIFWRQDDYTSRNFENKDNALKQ.STSENSS.....LSKVEDVQVKDGD 77
NTDB id 613 LCA RS05340 WP 231952379.1 ......MM..WQDYWQRYRRFWWVPCLVLLGIIAGGF.YWHQSQQKQKVTQNEQLLA....TS..AS.......KTKPATKKTHQ 63
NTDB id 300 STER RS07485 WP 011681496.1 ......MKEKILAYVKDNR..LFVSVI.AVLMVIFCFFLWMTCGAGN.SMEAETSYTDVTALSTSSSKQSSQSLSEASSQSKTEG 75
NTDB id 48910 SGGB RS03480 WP 013642858.1 ......MIEEIKEKLLENK..TLVAVLGTILVMLIGFFAWSNVTKTT.VD.AQSDLPALSTTFSASS.......SASDLKTERSS 68
NTDB id 521 SMSK321 RS04960 WP 000443804.1 .......MESIIEKIKEYK..IIVICT.GLGLLVGGFFLLKPAPHTP.VK.ETNLQAEVVAISKDSS.......TEKDVKKEEKE 66
NTDB id 493 SM12261 RS04300 WP 000387351.1 .......MEAIIEKIKEYK..IIVICT.GLGLLVGGFFLLKPAPQTP.VK.ETNLQAEVVAVSKDSV.......SEKEVKKEEKE 66
NTDB id 153 SP RS04730 WP 000387344.1 .......MEAIIEKIKEYK..IIVICT.GLGLLVGGFFLLKPAPQTP.VK.ETNLQAEVAAVSKDSS.......TEKEVKKEEKE 66
NTDB id 263 KZH43 RS04195 WP 000387330.1 .......MEAIIEKIKEYK..IIVICT.GLGLLVGGFFLLKPAPQTP.VK.ETNLQAEVAAVSKDLV.......SEKEVNKEEKE 66
NTDB id 222 SPD RS04535 WP 000387330.1 .......MEAIIEKIKEYK..IIVICT.GLGLLVGGFFLLKPAPQTP.VK.ETNLQAEVAAVSKDLV.......SEKEVNKEEKE 66
NTDB id 188 SPR RS04295 WP 000387330.1 .......MEAIIEKIKEYK..IIVICT.GLGLLVGGFFLLKPAPQTP.VK.ETNLQAEVAAVSKDLV.......SEKEVNKEEKE 66
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NTDB id 36 MW RS08230 WP 001793467.1 NSKNKGPVYVDVKGAVKHPNVYKMTS.KDRVVDLLDKA.QLLEDADVSQINLSEKLTDQKMIFIPHKGQKNVEPQ.......... 150
NTDB id 613 LCA RS05340 WP 231952379.1 AATKKKGGFVDIKGAVVYPGIYPITVSETRLFEVLKNAGGPTDAADTKRLNLAQKLTDQLIIYIPKKGEVVTDQELIQAPQQIAT 148
NTDB id 300 STER RS07485 WP 011681496.1 SEKVKSKVTVDVKGAVVNPGVYTLKA.GARVTDVIQEAGGMTEDADAKSVNLAASLSDEEVIYVANKDENVSVLDQTG....... 152
NTDB id 48910 SGGB RS03480 WP 013642858.1 SQTETQKVFVDIKGAVKNEGVYELSS.GSRVTDVVKLAGGFTEDADKKSVNLAEKVTDEAVIYVARVGENVAPTT.......... 142
NTDB id 521 SMSK321 RS04960 WP 000443804.1 EPVEQDLITVDVKGAVKSPGIYDLSV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEESASQH.......... 140
NTDB id 493 SM12261 RS04300 WP 000387351.1 EPLEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAASQQ.......... 140
NTDB id 153 SP RS04730 WP 000387344.1 EPLEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQ.......... 140
NTDB id 263 KZH43 RS04195 WP 000387330.1 EPLEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQ.......... 140
NTDB id 222 SPD RS04535 WP 000387330.1 EPLEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQ.......... 140
NTDB id 188 SPR RS04295 WP 000387330.1 EPLEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQ.......... 140
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NTDB id 36 MW RS08230 WP 001793467.1 ........IGVNSVHVKNGNTNNTKVNLNTASVSELMSVPGVGQAKANAIVEYRNQQGAFQEIDDLKKVKGFGSKTFDKLKSYFT 227
NTDB id 613 LCA RS05340 WP 231952379.1 TSERTQEQASTGTSANASSTSDTAKIDLNQADSTQLQTLNGIGPKKAEQIIAYRDEQGKFKQIEDLQKVGGIGPKTFEQLQSQIC 233
NTDB id 300 STER RS07485 WP 011681496.1 ........TGQVSDKGGQAVSKDGKINLNTATSEQLQTISGIGAKRAEDVIAYRESHGGFQSVDDLKNVSGIGDKTLDKIRESLY 229
NTDB id 48910 SGGB RS03480 WP 013642858.1 ........TNSQANGSAQQEESSDKINLNTATLAELQTISGIGAKRAQDIIDYRDANGGFSSVDDLANVSGIGEKTLEKLKSEVT 219
NTDB id 521 SMSK321 RS04960 WP 000443804.1 ........TGSG...APSSTSKDKKINLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIEKLKDYVT 214
NTDB id 493 SM12261 RS04300 WP 000387351.1 ........AGPG...TASSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIEKLKDYVT 214
NTDB id 153 SP RS04730 WP 000387344.1 ........TGSG...TASSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVT 214
NTDB id 263 KZH43 RS04195 WP 000387330.1 ........TGLG...TASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVT 214
NTDB id 222 SPD RS04535 WP 000387330.1 ........TGLG...TASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVT 214
NTDB id 188 SPR RS04295 WP 000387330.1 ........TGLG...TASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVT 214
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