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K T VB g e T TR A BDTENT 5

MR I TF Fl4 V \YHEFGH|® FAK SGILVREF IGMGPKIF HIgYK GTE\YTIRILPLGGYVRMAGWG DTTEIKTG PAS
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS

L e e T

LTLNNDGIRVESRINLS[N Q D TALPMNVTAYDLEDKLIAITGLVLIJETKTYRVDHDATIVEEDGTE RIAPMDVQYQNA WGRLI
LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWGRLI
LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWGRLI

I LNNMVF MFVQ' VQDTSTNLQ\/AN AAQX§ LT A ORYTE CSLEALREV o

TNFAGPIENNFILGE VFI L|JF QGGVQDTSTN IQVEy GGANQE G |3 GD@§ INENYD WEILPEA pg@NT - \pISEIGD
TNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKGDSL
TNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKGDSL

e AT Al RUE L L WS

SVTVISEIGUEIET Iy HPIYER] GSY
SVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQAS

SVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQAS

;

AN
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AL

R

il

2 il it

SNGLEYS Lyl IMLS NLGIPYNLIPIPALDGGKI MN IEN RRKPLIGQEWE YITLEGVEY M VLMIAVTWNDIMRMYFF 420
ESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
ESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
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