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7 AL T AL A T

M FEKIESAYIGL L NMQW EN| L TH YDALIEQN JJYLGAEGAR 13 ININNIBKLRQLML KEEWRR FQFIFIKAMQ QLQ
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQSQQLQS
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQSQQLQS

T D) e s DT T IANSSKS VDL S s DA

NHQFTPD IGFI L L ENLT M8 D EIGSGTGNLA T NNSSKI} Y GIEVDDLLIDLSASIA V DSPINNF QEDAVR
NHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDY GIEVDDLLIDLSASIADVLDSSVHFVQEDAVR
NHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDY GIEVDDLLIDLSASIADVLDSSVHFVQEDAVR

CALAEO LRV A . ECSLRYLRRE S AIELARLLSedCel e Lo

PQILKESDVIISDLPVGFYPNDINTAIMRYISVA BINAHTYAHHLLMEQSLKYLKK G A FLAPVELLTSIQQSPLLKWLEY NI
PQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL
PQILKESD IISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL

K il \ KVK@DNV@

A\/ H FB&NMS FVWQQQS EFVY { D{Q@ E WBF W\ ;

AVI LPE IF[¢ I\ NE\KSIFVLKKQ [E%:| IgE FVYPL DLQSIEELISNEN ISFNKWKWDN 1N 318
AVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVFR 317
AVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317

X non conserved
B similar
>507% conserved

170
170
170

255
255
255



