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NTDB id 1188 NELON RS01755 WP 003772458.1 ........MKAMQKGFTLIELMIVIAIIGILAAIALPAYQDYTVRSKVSEALIAASSPKSALSEAFQTDGITGMTAAAKAFNKTA 77
NTDB id 48875 RSPO RS13570 WP 014617873.1 MASKHSRNRRRGQRGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLSLAAQAKALVVENAANSQSSLAL.......... 75
NTDB id 1424 RS RS02795 WP 011000517.1 .MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSDLSV.......... 74
NTDB id 1002 ACIAD RS15100 WP 004923779.1 .........MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAG.......... 66
NTDB id 1274 LPP RS09530 WP 011214168.1 ..........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPAT.......... 65
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ..........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPAT.......... 65
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NTDB id 1188 NELON RS01755 WP 003772458.1 AAGGGAGGAAAAGTQ.....HASKYVKSVKV..TEASPWDITVAISATEANGIPTGLDGNTIRLFPLVNK......AVPAATSTG 149
NTDB id 48875 RSPO RS13570 WP 014617873.1 ..G..........SA...SLPASKNVSALNIDA...STGEITVVYASAVT.....TGGANTLVLTPYSGSSSALANLRAGSAPPA 137
NTDB id 1424 RS RS02795 WP 011000517.1 ..G..........SS...VFTPTKNVANLTIAGTGTVPGQITVTYTTAA........GGGTLALVPTAA....GTALPVSSAPSG 132
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ..TPSTAGSSCVGVQEISASNATTNVATATC..GASSAGQIIVTMDTTKA.......KGANITLTPT.Y.............ASG 126
NTDB id 1274 LPP RS09530 WP 011214168.1 ..QAATGYV.........SPAATPNVASIAI..GA..NGVITITY.TAAA.......GGGTIVMTPTLQ.............ANG 114
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ..QAATGYV.........SPAATPNVQSIAI..GA..NGVITITY.TAAA.......GGGTIIMTPTLQ.............ANG 114
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NTDB id 1188 NELON RS01755 WP 003772458.1 AIDWACASAAKETADKRFGTGSGVAVGTLPAKYAPSECK. 188
NTDB id 48875 RSPO RS13570 WP 014617873.1 MVLWVCAAAGKSMPVTTV...TQNTTPTLPPKYAPAECR. 173
NTDB id 1424 RS RS02795 WP 011000517.1 PIMWTCYAQNKAQAASSV...APSGTMSLAAKYAPAECR. 168
NTDB id 1002 ACIAD RS15100 WP 004923779.1 AVTWKCTT..................TS.DKKYVPSECRG 147
NTDB id 1274 LPP RS09530 WP 011214168.1 DVTWTCTG..................GTLLAKYRPASCRP 136
NTDB id 1258 GCO85 RS09745 WP 014844212.1 DVTWTCTG..................GTLLAKYRPASCRP 136
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