
logo MRALL IGFVAGCMALQTRPAVLAVPVWQPAVLLAGLACGLLAIAMALALLRRAGAGQRLSPMRL IVPSGVI
MAVLAVAACAVGFGWSDWRAQQRLSVVLAPAEWEG

NTDB id 48873 RSPO RS10740 WP 014617396.1 MRALLIGFVAGCMALQTRPVLVPVWQPVLLALACGLIALALRRAGQSPMLISGIAVLVAACVGFGWSDWRAQQRLSVVLAPEWEG 85
NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLAPAWEG 85
consensus !!!!!!!!!!!!!!!!!!! ! !!!!! !!*!!! ! !!!** ! !** *!!! !!! !!!!!!!!!!!!!!!!!!! !!!

logo KADIQRATGVVAELPEQVTEDATRFLFHR I ESSDAGDAVPPRVRLSWYGKLRNSWHNERQRREAREGAAIATDRRAGIPDLQPGQRWQLTLRLKRPH
NTDB id 48873 RSPO RS10740 WP 014617396.1 KAIQATGVVAELPQVTEDATRFLFHIESSDAGDAVPPRVRLSWYGKRNWNERRRERGAIADRRAGIPDLQPGQRWQLTLRLKRPH 170
NTDB id 1426 RS RS05575 WP 011001070.1 KDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRWQLTLRLKRPH 170
consensus ! ! !!!!!!!!! !!!!!!!!!!*!!!!!!!!!!!!!!!!!!!! ! !*!! !! ! !!!!!!!!!!!!!!!!!!!!!!!!!

logo SLMNPGGFDGEYAMLADDI
VRAAGTYVQYTGKRARNAL IMGEATDAGSGFVGLQRVERWRAAVRRHI

LLAALPDEARYAGPVI
MVALVVGDQSGIA

NTDB id 48873 RSPO RS10740 WP 014617396.1 SLMNPGGFDGEYAMLADDIRAAGTVQTGKRARNALIGETDAG..FGLQVERWRAAVRRHILAALPDARYGPVMVALVVGDQSGIA 253
NTDB id 1426 RS RS05575 WP 011001070.1 SLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYAPVIVALVVGDQSGIA 255
consensus !!!!!!!!!!!!!!!!!!*!!!! ! !!!!!!!!!*!! !!!** !! !!!!!!!!!!!*!!!!!*!!!*!!*!!!!!!!!!!!!

logo QADWERFRRTGI SHLVS I SGLHITMIAGLFAGALWMALWRRSFGLARWLRTPLPLRMPAQRAAGAI
VAAMAAAFAYCLLAGMGVPAQR

NTDB id 48873 RSPO RS10740 WP 014617396.1 QADWERFRRTGISHLVSISGLHITMIAGLFAALWMALWRRSFGLARWLRTPLPLRMPAQRAAAIAAMAAAFAYCLLAGMGVPAQR 338
NTDB id 1426 RS RS05575 WP 011001070.1 QADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVAAMAAAFAYCLLAGMGVPAQR 340
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!*!!!!!!!!!!!!!!!!!!!!!

logo TLLMLATVAVARLATDRSVPAVSLSLCWAAALVVALVDPWAVMSAGFGWLSFGAVAVI FLAAR I
M
A
VAADAGRDGDAVRPRPSAWLPRVRAWRGLRGAG

NTDB id 48873 RSPO RS10740 WP 014617396.1 TLLMLATVAVARLTDRSVPASLSLCWAAAVVALVDPWAVMSAGFWLSFGAVAVIFLAARMAAADAGGDARPSAWLRRAWRGLRGG 423
NTDB id 1426 RS RS05575 WP 011001070.1 TLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARIVAADARDDVRRPAWPVRAWRGLRGA 425
consensus !!!!!!!!!!!!! !!!!! !!!!!!!!!*!!!!!!!!!!!!! !!!!!!!!!!!!!!!* !!!! ! !**!!* !!!!!!!!*

logo AR I
VQLAVTFVGLLPLTLLLFQQVSVVSAAVANALAIPVVSFLVTTPLAL IMGATALPEPWASQPVLAIWAEASFAGWLMVPSWLDAGLASALPAGGWSVW

NTDB id 48873 RSPO RS10740 WP 014617396.1 ARIQLAVTVGLLPLTLLLFQQVSVVSAAANALAIPVVSLVTTPLALIGAALPEPWAQPVLAWAEASFGWLVSWLDGLSAPAWSVW 508
NTDB id 1426 RS RS05575 WP 011001070.1 ARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTALPEPWSQPVLIWAEASFAWLMPWLDALALPGGSVW 510
consensus !!*!!!!! !!!!!!!!!!!!!!!!!! !!!!!!!!!! !!!!!!!*! !!!!!! !!!! !!!!!!*!!**!!!*! !* !!!

logo

T
VAPAVAPAWAWGLLAI

V
G
VGVPLLLAVPGGHYRAWAWRAQGAVLVLLLPMLLARAPAPPPGAEFRLMVAFDIGQGAAATLVETAGHRLLFDTGPRQY

NTDB id 48873 RSPO RS10740 WP 014617396.1 TAPVAPAWAWLLAIGGVPLLLAPGGHRAWAWRAQGVLLLLPMLLARAPAPPPGAFRLVAFDIGQGAAALVETAGHRLLFDTGPRY 593
NTDB id 1426 RS RS05575 WP 011001070.1 VAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQ 595
consensus !! !!!!!! !!* !!!!!! !!!*!!!!!!!!! *!!!!!!!!!!!!!!!! !!*!!!!!!!!!! !!!!!!!!!!!!!!!!



logo GDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAGVPVRTMLASLPPGHGRLEGERQRARALYGIDEPTAGCLVAGQRWATWDG
NTDB id 48873 RSPO RS10740 WP 014617396.1 GDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAGVPVRTMLASLPPGHRLGERARAYGIDTAGCLAGQRWTWDG 678
NTDB id 1426 RS RS05575 WP 011001070.1 GDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDG 680
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! ! !!! !!**!!!*!!!!! !!!

logo VAFE I LHYPVQAVPPSDRAAPPVSSNARSCVLR IAGNAERHYAALMLAGDIGRSAQEAMAL IAAEAPERLMADI LLVPHHGSKRTSSSGAFLDAVSAP
NTDB id 48873 RSPO RS10740 WP 014617396.1 VAFEILHPVQAPPDRAPPSSNARSCVLRIAGERHAALLAGDIGSAQEMALIAAEAPERLMADILLVPHHGSKTSSSGAFLDAVSP 763
NTDB id 1426 RS RS05575 WP 011001070.1 VAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSA 765
consensus !!!!!!*!!! !*!!!**!!!!!!!!!!!! !*!!*!!!!!! !!! !!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!*

logo QVAI
VFQVGYRNRYGHPHPQVWQRYGARDGI ERLRTDAATGAVVI ETGRGDALAEVRTARSMRPRYWSSALEVAALADEATTEAPPTADGAQP

NTDB id 48873 RSPO RS10740 WP 014617396.1 QVAIFQVGYRNRYGHPHPQVWQRYGARDIERLRTDAAGAVVIETGGDALEVRTARSMRPRYWSSALEVAALADATEAPADAQP 846
NTDB id 1426 RS RS05575 WP 011001070.1 QVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPT.GAQP 847
consensus !!!*!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!! !!!!!!! !!!! !!!!!!!!!!!!!!!!!!!!!!* !!*** !!!

X non conserved

X similar

X ≥ 50% conserved


