
logo MNDFEAKI ETAAFYENLLLEDNVCQTR I
LENTDQLGHTHALYDAL I EQNSAYCYLGAEVGANDEDLF I IKKENNEKKLRAQLNLSKEEWRRASFQFLI F IKLAGTQLSEQAQLQAS

NTDB id 48729 STND RS08830 WP 014608741.1 MNFEAIETAFELLLENVQTIENDLGTHAYDALIEQNSYYLGAEVANELIIKNNEKLRALNLSKEEWRRAFQFLFIKLGQLEALQA 85
NTDB id 392 SMU RS09000 WP 002263442.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQSQQLQS 85
NTDB id 401 FSA28 RS09370 WP 002291646.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQSQQLQS 85
consensus !*!!*!!*!**!!!*!*!**!**!*!!*!!!!!!!!**!!!!!*!***!**!!*!!!*!!!!!!!!!!*!!!*!!!**!***!!*

logo NHQFTPDAS IGF I I LYLLEGLTQNEKKSQLDI LI E IGSGTGNLAETLI LVNNSQSKTSLINDYI
MGMIEVDDLL IDLSAS IAEDVVLNDSVSAVVHYF IVQGEDAVR

NTDB id 48729 STND RS08830 WP 014608741.1 NHQFTPDAIGFIILYLLEGLTQEKQLDILEIGSGTGNLAETLLNNSQKTLNYMGMEVDDLLIDLSASIAEVVNSVAVYIQGDAVR 170
NTDB id 392 SMU RS09000 WP 002263442.1 NHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYMGIEVDDLLIDLSASIADVLDSSVHFVQEDAVR 170
NTDB id 401 FSA28 RS09370 WP 002291646.1 NHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYIGIEVDDLLIDLSASIADVLDSSVHFVQEDAVR 170
consensus !!!!!!!*!!!!!!!!!!!!!***!!!!*!!!!!!!!!!!!**!!!*!***!*!*!!!!!!!!!!!!!!*!**!*****!*!!!!

logo PHQI LKESNDI
V I I SDLP I

VGYFYPNDEKIASQRFYKQVAATKGLEGHTYAHHI
LLMEQSLKYLKKDEGI

LA I FLAPTVNDLLTSPEQSDPLLKKWLSQGNYNAVDTI IL
NTDB id 48729 STND RS08830 WP 014608741.1 PHILKESNVIISDLPIGYYPNDEIASRFKVAATGEHTYAHHILMEQSLKYLKKDGIAIFLAPTNLLTSPQSDLLKKWLSGYADII 255
NTDB id 392 SMU RS09000 WP 002263442.1 PQILKESDIIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL 255
NTDB id 401 FSA28 RS09370 WP 002291646.1 PQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL 255
consensus !*!!!!!**!!!!!!*!*!!!!*!!*!**!!!***!!!!!!*!!!!!!!!!!!*!*!!!!!!**!!!!*!!*!!!!!!*****!*

logo AVITSLPEAAI FGKNQKHSNMIKS I FVLKKQTSKQNQASPLETSFVYPLSTDLQNDPRE I
VLKRDRFTMEKNFQKKWKSEDNSVI

F
F

NTDB id 48729 STND RS08830 WP 014608741.1 AVITLPEAAFGNKHNMKSIFVLKKQTKNAPETFVYPLSDLQNPRILKDFTENFQKWKSDNSIF 318
NTDB id 392 SMU RS09000 WP 002263442.1 AVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF. 317
NTDB id 401 FSA28 RS09370 WP 002291646.1 AVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF. 317
consensus !!!*!!!!*!**!*!*!!!!!!!!!*****!*!!!!!*!!!*!**!**!**!!*!!!*!!**
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