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NTDB id 416 SGO RS10505 WP 012131078.1 .MIFTIILSLFPVIIQVFSYDFFYNKINRKKKINIKLIILFWGLIMVIS..FLYSLFLLLPDYWKIFRDIFHYLFLLIQPLIFYK 82
NTDB id 419 DQL23 RS10745 WP 060553298.1 .MILKIIIAFFPTIIQVVSYEIFHKKIMQSKKIDIKFIGLFFSIVFGIS..IISSILIEIPSFGDVISSIFHYIFLFIQPLIFYK 82
NTDB id 486 SM12261 RS09375 WP 020902616.1 MDFLAVLVVILHIFIISKSYYLI.....CKNKINIKELCFFGGYTFLVESVFELSFYFIYLDGLGIE........KFLFPLVLYS 72
NTDB id 138 SP RS11430 WP 000364845.1 MDLLGFGTVIVHFLIISHSYRLI.....CKGRINRKELYVFGAYTLLTEIVLEFSFYLLYLDKIGIE........RFLFPLGLYS 72
NTDB id 174 SPR RS10405 WP 000362880.1 MDLFGFGTVIVHFLIISHSYHFI.....CKGQINRKELFVFGAYTLLTEIVFDFPLYILYLDGLGIE........RFLFPLGLYS 72
NTDB id 208 SPD RS10925 WP 000362880.1 MDLFGFGTVIVHFLIISHSYHFI.....CKGQINRKELFVFGAYTLLTEIVFDFPLYILYLDGLGIE........RFLFPLGLYS 72
NTDB id 249 KZH43 RS10250 WP 000362880.1 MDLFGFGTVIVHFLIISHSYHFI.....CKGQINRKELFVFGAYTLLTEIVFDFPLYILYLDGLGIE........RFLFPLGLYS 72
NTDB id 514 SMSK321 RS10615 WP 001048129.1 MNLFGVGLVIVYFLIISHSYRLI.....CKGQINRKELYVFSAYILLTEIVLDFPSYLLHLDDLGIV........KFLFPLVLYS 72
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NTDB id 416 SGO RS10505 WP 012131078.1 YFLIKRKEYENYLNLFLSFVIYLSVETSETFLSVIISSITGDSFVKQHYDIFYIIINLLSLFIILKVVDFFDFYFEYYKEPIYKN 167
NTDB id 419 DQL23 RS10745 WP 060553298.1 YFL.KRKEYDNYLNLFLSFVIYLSVETSETFLSVIISSITGDYFVKQHYDIFYIIINLLSLFIILKVVDFFDFYFEYYKEPIYKN 166
NTDB id 486 SM12261 RS09375 WP 020902616.1 YFRF.IKKYEKYRGVFLSLLLSLLYNSTHTFLSVTLSSIIGDDTALQYHSLFFLVVVALTYVVIVTIIRYFHLELNYFDKDYLYP 156
NTDB id 138 SP RS11430 WP 000364845.1 YFRW.MKQYERDRGLFLSLLLSLLYESTHNFLSVIFSSITGDNFVLQYHFPFFFVVTVLTYFVTLKIIYYFHLELAYFDKDYLYP 156
NTDB id 174 SPR RS10405 WP 000362880.1 YFRW.MKQYERDRGLFLSLLLSLLYESTHNFLSVTFSSITGDNFVLQYHFPFFFVVTVLTYFVTLKIIYYFHLELAYFDEDYLYP 156
NTDB id 208 SPD RS10925 WP 000362880.1 YFRW.MKQYERDRGLFLSLLLSLLYESTHNFLSVTFSSITGDNFVLQYHFPFFFVVTVLTYFVTLKIIYYFHLELAYFDEDYLYP 156
NTDB id 249 KZH43 RS10250 WP 000362880.1 YFRW.MKQYERDRGLFLSLLLSLLYESTHNFLSVTFSSITGDNFVLQYHFPFFFVVTVLTYFVTLKIIYYFHLELAYFDEDYLYP 156
NTDB id 514 SMSK321 RS10615 WP 001048129.1 YFRW.IKQYERDRGLFLSLLLSLLYESTHNFLSVTLSSLTGDNFVLQYYEPFFFLVTVLTYVVILKIIHYFHLDLNYFDKDYLYP 156
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NTDB id 416 SGO RS10505 WP 012131078.1 DLYNVNKSYIVIHILLNISHWFSENAHLNSFASMIATIGFIMFLSTLFYLKSAREQYEKAKEIQQKKEEQRQLQLYTDEIVGLYN 252
NTDB id 419 DQL23 RS10745 WP 060553298.1 DLYNVNKSYIVIHILLNISHWFSENAHLNSFASMIATIGFIMFLSTLFYLKSAREQHEKAKEIQQKKEEQRQLQLYTDEIVGLYN 251
NTDB id 486 SM12261 RS09375 WP 020902616.1 FLKKVFFALLLLHVVSFISDMVSTIKHLNSFGSILSSIVFISLLLTFFAMNSHKEKMEKEIALKQKKFEQKHLQNYTDEIVGLYN 241
NTDB id 138 SP RS11430 WP 000364845.1 FLKKVFFALLLLHIVSFVSDMVSTIKHLNSFGSILSSIVFISLLLTFFAMNSHKVQMEKEIALKQKKFEQKHLQNYTDEIVGLYN 241
NTDB id 174 SPR RS10405 WP 000362880.1 FLKKVFFALLLLHIVSFVSDMVSTIKHLNSFGSILSSIVFISLLLTFFAMNSHKVQMEKEIALKQKKFEQKHLQNYTDEIVGLYN 241
NTDB id 208 SPD RS10925 WP 000362880.1 FLKKVFFALLLLHIVSFVSDMVSTIKHLNSFGSILSSIVFISLLLTFFAMNSHKVQMEKEIALKQKKFEQKHLQNYTDEIVGLYN 241
NTDB id 249 KZH43 RS10250 WP 000362880.1 FLKKVFFALLLLHIVSFVSDMVSTIKHLNSFGSILSSIVFISLLLTFFAMNSHKVQMEKEIALKQKKFEQKHLQNYTDEIVGLYN 241
NTDB id 514 SMSK321 RS10615 WP 001048129.1 FLTKVFFALLLLHIVSFVSDMVSTIKHLNSFGSILSSIVFISLLLTFFAMNSHKDQMEKEIALKQKKFEQKHLQNYTDEIVGLYN 241
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NTDB id 416 SGO RS10505 WP 012131078.1 EIRGFRHDYAGMLTSLQTGINSGDMKEVERIFHNVLSQANISLRSDDYTFFELNNVQDTALRSVLIQTIFKARECGVEIVFEMKD 337
NTDB id 419 DQL23 RS10745 WP 060553298.1 EIRGFRHDYAGMLISLQTGINSGDMKEVERIFHNVLSQANISLRSDDYTFFELNNVQDTALRSVLIQTIFKARECGVEIVFEMKD 336
NTDB id 486 SM12261 RS09375 WP 020902616.1 EIRGFRHDYAGMLVSMQMAIDSGDLQEIDRVYNEVLVKANHKLRSDKYTYFDLNNIEDSALRSLVAQSIVYARNNGVEFTLEVKD 326
NTDB id 138 SP RS11430 WP 000364845.1 EIRGFRHDYAGMLVSMQMAIDSGNLQEIDRIYNEVLVKANHKLRSDKYTYFDLNNIEDSALRSLVAQSIVYARNNGVEFTLEVKD 326
NTDB id 174 SPR RS10405 WP 000362880.1 EIRGFRHDYAGMLVSMQMAIDSGNLQEIDRIYNEVLVKANHKLRSDKYTYFDLNNIEDSALRSLVAQSIVYARNNGVEFTLEVKD 326
NTDB id 208 SPD RS10925 WP 000362880.1 EIRGFRHDYAGMLVSMQMAIDSGNLQEIDRIYNEVLVKANHKLRSDKYTYFDLNNIEDSALRSLVAQSIVYARNNGVEFTLEVKD 326
NTDB id 249 KZH43 RS10250 WP 000362880.1 EIRGFRHDYAGMLVSMQMAIDSGNLQEIDRIYNEVLVKANHKLRSDKYTYFDLNNIEDSALRSLVAQSIVYARNNGVEFTLEVKD 326
NTDB id 514 SMSK321 RS10615 WP 001048129.1 EIRGFRHDYAGMLVSMQMAIDSGNLQEIDRVYNEVLVKANHKLRSDKYTYFDLNNIEDSALRSLVAQSIVYARNNGVEFTLEVKD 326
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NTDB id 416 SGO RS10505 WP 012131078.1 VIETLPMKLLDLVRVASVLLNNAVEGAAESPSKTMNVSLVKLDKEIVFVIQNSRQSRYINLEEIYEVGFSTKGENRGLGLNNVKE 422
NTDB id 419 DQL23 RS10745 WP 060553298.1 VIETLPMKLLDLVRVASVLLNNAVEGAAESPSKTMNVSLVKLDKEIVFVIQNSRQSRYINLEEIYEVGFSTKGENRGLGLNNVKE 421
NTDB id 486 SM12261 RS09375 WP 020902616.1 KITKLPIELLDLVRIMSVLLNNAVEGSADSYKKQMEVAVIKMETETVIVIQNSCKMTMTPSGDLFALGFSTKGRNRGVGLNNVKE 411
NTDB id 138 SP RS11430 WP 000364845.1 TITKLPIELLDLVRIMSVLLNNAVEGSADSYKKQMEVAVIKMETETVIVIQNSCKMTMTPSGDLFALGFSTKGRNRGVGLNNVKE 411
NTDB id 174 SPR RS10405 WP 000362880.1 TITKLPIELLDLVRIMSVLLNNAVEGSADSYKKQMEVAVIKMETETVIVIQNSCKMTMTPSGDLFALGFSTKGRNRGVGLNNVKE 411
NTDB id 208 SPD RS10925 WP 000362880.1 TITKLPIELLDLVRIMSVLLNNAVEGSADSYKKQMEVAVIKMETETVIVIQNSCKMTMTPSGDLFALGFSTKGRNRGVGLNNVKE 411
NTDB id 249 KZH43 RS10250 WP 000362880.1 TITKLPIELLDLVRIMSVLLNNAVEGSADSYKKQMEVAVIKMETETVIVIQNSCKMTMTPSGDLFALGFSTKGRNRGVGLNNVKE 411
NTDB id 514 SMSK321 RS10615 WP 001048129.1 IITRLPIDLLDLVRIMSVLLNNAVEGSADSYKKQMEVAVIKMETETVIVIQNSCKMTMTPSGDLFALGFSTKGRNRGVGLNNVKE 411
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METGNSYTF IRQVIVIRFKRKEEFKE I
NTDB id 416 SGO RS10505 WP 012131078.1 IIDKYDEVILETDIETNYFIQVVRFKRKEKI 453
NTDB id 419 DQL23 RS10745 WP 060553298.1 IIDKYDEVILETDIETNYFIQVVRFKRKEKI 452
NTDB id 486 SM12261 RS09375 WP 020902616.1 LLDKYNNIILETEMEGSTFRQIIRFKREFE. 441
NTDB id 138 SP RS11430 WP 000364845.1 LLDKYNNIILETEMEGSTFRQIIRFKREFE. 441
NTDB id 174 SPR RS10405 WP 000362880.1 LLDKYNNIILETEMEGSTFRQIIRFKREFE. 441
NTDB id 208 SPD RS10925 WP 000362880.1 LLDKYNNIILETEMEGSTFRQIIRFKREFE. 441
NTDB id 249 KZH43 RS10250 WP 000362880.1 LLDKYNNIILETEMEGSTFRQIIRFKREFE. 441
NTDB id 514 SMSK321 RS10615 WP 001048129.1 LLDKYNNIILETEMEGSTFRQIIRFKREFE. 441
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