
logo MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDELVKQHVSQNTYPHNTP IAVLTA
NTDB id 48531 H7R46 RS17430 WP 032012536.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLELVQHVSQTYPHTPIAVLTA 85
NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPIAVLTA 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!! !!!! !!*!!!!!!!!

logo YGNMDIA IAALKAGAFDFVSKP I
VNQI

VHLDQLLKQKALNQRPQKPVEHDEFTGTENTATLENDKLL IGRSLPP IQNQLR I
TAIKKIARSQAPVFVTGES

NTDB id 48531 H7R46 RS17430 WP 032012536.1 YGNMDIAIAALKAGAFDFVSKPINQIHLDQLLKKALNQPKPEHEFGETTLENDLLIGRSPPIQNLRTAIKKIARSQAPVFVTGES 170
NTDB id 1045 H0N27 RS16330 WP 168727019.1 YGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTENALENKLLIGRSLPIQQLRIAIKKIARSQAPVFVTGES 170
consensus !!!!!!!!!!!!!!!!!!!!!!*!!*!!!!!! !!!! *!*!!* ! !!! !!!!!!*!!!*!! !!!!!!!!!!!!!!!!!!

logo GTGKEVVANL IVHRLSNRSEGPF IA INCGAIPTELMESELFGHKKGSFTGATQDKQGL I LSAHGGSLFLDE IAELPLSMQVKLLRA
NTDB id 48531 H7R46 RS17430 WP 032012536.1 GTGKEVVANLIHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLDEIAELPLSMQVKLLRA 255
NTDB id 1045 H0N27 RS16330 WP 168727019.1 GTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLDEIAELPLSMQVKLLRA 255
consensus !!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VQEKKIRPVGSDQE IDVDFRVI SASHQDLDLLVQRQGKFRQDLFFR IHVMDI
L
I
MLPPLRDERGEGDI

VLLLANHF IQKI
VCMTEWEGI

T
P
S
P
SKQL

NTDB id 48531 H7R46 RS17430 WP 032012536.1 VQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVQQGKFRQDLFFRIHVMDIMLPPLRDRGGDILLLANHFIQKVCTEWGISSKQL 340
NTDB id 1045 H0N27 RS16330 WP 168727019.1 VQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVLLLANHFIQKICMEWETPPKQL 340
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!**!!!!!*!! !*!!!!!!!!!!*! !! **!!!

logo TAEASAETYLLQQDHFPGNVRELRNMIERAITLSDEDAECTIDI
L
S
THLAHPAPLPLRGRASNS IVSNPPQFIAVSTAKAQLS IQNTQTTVAPATPVQATHVKPKFLPMSEGLERYLEN

NTDB id 48531 H7R46 RS17430 WP 032012536.1 TASAETYLLQQDFPGNVRELRNMIERAITLSDDECIDLTHLAPPLRGSSVSPQIVTK.QL..NQTPTVQTHPKFPMEGLERYLEN 422
NTDB id 1045 H0N27 RS16330 WP 168727019.1 TEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFASAAQSIQTTVAAPQAVKKLPSEGLERYLEN 425
consensus ! !!!!!!!!*!!!!!!!!!!!!!!!!!!!*! *!!**!!*!** *!** * *! ** * *! **! ! !!!!!!!!!

logo I EKDI LLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTEMTEGEQEV
NTDB id 48531 H7R46 RS17430 WP 032012536.1 IEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTEMGEEV 470
NTDB id 1045 H0N27 RS16330 WP 168727019.1 IEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!
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