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NTDB id 48503 H7R46 RS01600 WP 005067107.1 .....MNAQKGFTLIELMIVVAIIGILAAIAIPAYQNYIAKSQASEAFTLADGLKTTINTNLQAGTCFAGGAA....AVT 71
NTDB id 1079 FDQ49 RS11140 WP 022575996.1 .....MNAQKGFTLIELMIVVAIIGILAAIAIPAYQNYIAKSQASEAFTLADGLKTTINTNLQAGTCFAGGAT....AVT 71
NTDB id 1184 GTF74 RS02335 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGTAAGFT 80
NTDB id 1167 A1552VC RS11065 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGTAAGFT 80
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGTAAGFT 80
NTDB id 1192 PA4525 NP 253215.1 .....MKAQKGFTLIELMIVVAIIGILAAIAIPQYQNYVARSEGASALATINPLKTTVEESLSRG.IAGSKIK...IGTT 71
NTDB id 1038 H0N27 RS01510 WP 000993725.1 .....MNAQKGFTLIELMIVVAIIGILAAIAIPQYQNYIAKSQVNSGFSEISSIKTGYENAVNEG.AVPTKLS..DVGFT 72
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NTDB id 48503 H7R46 RS01600 WP 005067107.1 A..........ADKVAGKYGEAVIGGSAPSCTITYTFKSSGVSNKLTSKKIGMNVSETGILTKNSDTDTPAELLPQSFTA 141
NTDB id 1079 FDQ49 RS11140 WP 022575996.1 A..........ADKVSGKYGDAEIGGTAPNCTITYTFKSSGVSNKLTSTKIVMNVSETGILTKNSGTDTPVELLPQSFVA 141
NTDB id 1184 GTF74 RS02335 WP 000649326.1 RLGT......VEDMGDGKIVIAPTASGALGGTIKYTFDAGV....VSSSKIQLARDANGLWTCSTT..VTSEIAPKGCTA 148
NTDB id 1167 A1552VC RS11065 WP 000649326.1 RLGT......VEDMGDGKIVIAPTASGALGGTIKYTFDAGV....VSSSKIQLARDANGLWTCSTT..VTSEIAPKGCTA 148
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 RLGT......VEDMGDGKIVIAPTASGALGGTIKYTFDAGV....VSSSKIQLARDANGLWTCSTT..VTSEIAPKGCTA 148
NTDB id 1192 PA4525 NP 253215.1 ASTATETYVGVEPDANKLGVIAVAIEDSGAGDITFTFQTGTSSPKNATKVITLNRTADGVWACKST..QDPMFTPKGCDN 149
NTDB id 1038 H0N27 RS01510 WP 000993725.1 AATS.........SVCATYSIDAFTETDGAGKITCTLK...GNPKIATKIVELTRSTDGAWTCVSD..VPTEFLPKGCTA 138
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NTDB id 48503 H7R46 RS01600 WP 005067107.1 S.......... 142
NTDB id 1079 FDQ49 RS11140 WP 022575996.1 S.......... 142
NTDB id 1184 GTF74 RS02335 WP 000649326.1 GATIN...... 153
NTDB id 1167 A1552VC RS11065 WP 000649326.1 GATIN...... 153
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 GATIN...... 153
NTDB id 1192 PA4525 NP 253215.1 ........... 149
NTDB id 1038 H0N27 RS01510 WP 000993725.1 GTPTEGAITSL 149
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