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NTDB id 48304 PSTAA RS20655 WP 043942371.1 MFGSNDDKKTPAEPGEKKGLFGWLRKKAQPASAEQPATEPQADSEPVE....QTVANLETPAA....TPQYEEPHAVEADLQPTE 77
NTDB id 1118 NGFG RS11455 WP 003696286.1 ...................MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVE 66
consensus ********************! * !*! * ** * *! *!!****! !*!* * ****** **!!! * !
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NTDB id 48304 PSTAA RS20655 WP 043942371.1 VI...ESPLPDPVPEPEPEP........EPEPEPVSAPVVAATSEAPAKLGFFARLRQGLSKTSASIGEGMASLFLGKKAIDDDL 151
NTDB id 1118 NGFG RS11455 WP 003696286.1 QVKETVAEMPSEAGEAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFG.GGQIGEDL 150
consensus **** **! * *!* * *********!* *!*! * ! * **!!!* !!!*!!! !* ** *! *! * ! *!!
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NTDB id 48304 PSTAA RS20655 WP 043942371.1 LDELETRLLTADVGVEATTAIMQNLTRRVSRKELADSGALYTALQEELVGLLKPVEQPLAVDASKRPYVILVVGVNGVGKTTTIG 236
NTDB id 1118 NGFG RS11455 WP 003696286.1 YEELETVLITGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIG 235
consensus *!!!! !*!*!*!*!!! *! * !!! ! ! ! ! !! ! ! !*!!*! !! ** *! !*!!** !*!! !!!!*!!
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NTDB id 48304 PSTAA RS20655 WP 043942371.1 KLAKKLQLDGKKVMLAAGDTFRAAAVEQLQVWGERNGIPVIAQHTGADSASVIFDAVQAAKARGIDVLIADTAGRLHTKDNLMEE 321
NTDB id 1118 NGFG RS11455 WP 003696286.1 KLAKYFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTG.DSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEE 319
consensus !!!! ! !! !*!!!!!!!!!!! !!!! !! !! **!! !*!!*!!! !*!!!!!!!!!!!!!***!!!!!!! ! *!!!!
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NTDB id 48304 PSTAA RS20655 WP 043942371.1 LKKVRRVMGKLDESAPHEVLLVLDAGTGQNAINQTRQFNQAVELTGLALTKLDGTAKGGVIFALAKQFGTPIRYIGVGEGIDDLR 406
NTDB id 1118 NGFG RS11455 WP 003696286.1 IKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEGIDDLR 404
consensus *!!!*!!* ! * !!!!***!!!! !!!!*!! * ! !* !!!! *!!!!!!!!!!** !!! * !*!!!!!!!!!!!!!
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NTDB id 48304 PSTAA RS20655 WP 043942371.1 TFEADAFVKALFAQREDA 424
NTDB id 1118 NGFG RS11455 WP 003696286.1 PFDARAFVDALLD..... 417
consensus *!*! !!! !! *****
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