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MLLKSRHRSLHQSGFSMI EVL IVATLLL IVCS IGVLGMI
VALMQGKTIAQYTAQDSVEQRNKVAAMTLAGNSDNL ILELSMRAKSPDKAGLYDVKDQMAPATQTSDGF

NTDB id 48282 PSTAA RS04755 WP 014595911.1 ................MIEVLITLLLVCIGVLGMVALQGKTIAYTQDSVQRNVAATLANDLIELMRAKPDGL.......PATSGF 62
NTDB id 1195 PAKAF RS24020 WP 016253895.1 MLLKSRHRSLHQSGFSMIEVLVALLLISIGVLGMIAMQGKTIQYTADSVERNKAAMLGSNLLESMRASPKALYDVKDQMATQSDF 85
consensus ****************!!!!!* !!!**!!!!!!*!*!!!!! !! !!! !! !! !* !*! !!! ! *!******** ! !
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YKAKGSDSAFPSTAKPASASCATPLPDATAIKSDGQRLAGCWAEQRAVKANAELPGAGSDLLEMSDEFYYI

VCRSKSAKPGDNCDTGTKSGSAML
VE IQRLAWRGVKAQGAECMVDNASASDST

NTDB id 48282 PSTAA RS04755 WP 014595911.1 YKAKSDAFPSKPAACAPLPDTASGQLACWAERAKAALPGASDLLESEFYVCRSKAPGNCTTSGSAVEIQLAWRVKAGECMDSSDT 147
NTDB id 1195 PAKAF RS24020 WP 016253895.1 FKAKGSAFPTAPSSCTPLPDAIKDRLGCWAEQVKNELPGAGDLLMSDYYICRSSKPGDCDGKGSMLEIRLAWRGKQGACVNAADS 170
consensus *!!! !!!* ! ! !!!! !*!!!! ! !!!! !!! !**!*!!! !! ! !! *!! !!!! ! ! !* !*
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NTDB id 48282 PSTAA RS04755 WP 014595911.1 G.DNTICRYRLRSQL 161
NTDB id 1195 PAKAF RS24020 WP 016253895.1 SADTSLCYYTLRVEP 185
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