- DIl R e eolhsn el DBt FSRE

NTDB id 1203 PSJM300 01605 AFN76401.1 e KTP 76
NTDB id 48252 PPUBIRD1 RS24660 WP 014592720.1 .... 76
NTDB id 1307 DR RS10055 WP 010888596.1 T} PP G 80
NTDB id 1086 NMV RS00245 WP 002218487.1 .. PMIRV G B 76
NTDB id 1116 NGFG RS10615 WP 003690200.1 e BIPMIRVEIG B 76
NTDB id 1185 GTF74 RS11940 WP 000350195.1 e E PPM R DG IMNDQR P 76
NTDB id 1176 A1552VC RS01160 WP 000350195.1 e E PPM R DG IMNDIAQRE] B 76
NTDB id 1283 ACE17W RS02630 WP 010947729.1 e PPMIRVDG IMND QR A 76
NTDB id 1259 GC0O85 RS10305 WP 010947729.1 e PPMIRVDG IMND A 76
NTDB id 1194 PAKAF RS01995 WP 003084552.1 e I\K [MASDLHLSAG PPMIRVDG IMND 12 76
NTDB id 1202 PSJM300 01600 AFN76400.1 e [MASDLHLS G PPMIRVDG IMND B 76
NTDB id 1020 ACIAD RS04210 WP 011182164.1 e IMASDLHLSAG PPMIRVDG IMND 12 76
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 e [MASDLHLSAG PPMIRVDG IMND B 76
NTDB id 1060 ABD1 RS04380 WP 000355489.1 e [(MASDLHLSAG PPMIRVDG IMND B 76
NTDB id 1040 HON27 RS13360 WP 000355489.1 NNMDITELLAFSVK [ASDLHLSAG PPMIRVDG IMND P 76
consensus * * ok k |k ok ok %k (S ko bk bk kx| ok * % >k % * ok %k ok ok ok ok k ok ok |k ok ok ok k k1 okx *

G R sl s

NTDB id 1203 PSJM300 01605 AFN76401.1 156
NTDB id 48252 PPUBIRD1 RS24660 WP 014592720.1 L| IRD|®V D QS ANUMGL LV[GPTGSGKS TLAjjl 156

NTDB id 1307 DR RS10055 WP 010888596.1 160
NTDB id 1086 NMV RS00245 WP 002218487.1 156
NTDB id 1116 NGFG RS10615 WP 003690200.1 156
NTDB id 1185 GTF74 RS11940 WP 000350195.1 156
NTDB id 1176 A1552VC RS01160 WP 000350195.1 156
NTDB id 1283 ACE17W RS02630 WP 010947729.1 AVFRTIPSIY L 1 ARRGLVLVTGPTGSGKSTTLAAY 156
NTDB id 1259 GCO85 RS10305 WP 010947729.1 AVFRTIPS|® L 1 AMSIRGLVLVTGPTGSGKSTTLAAYY 156
NTDB id 1194 PAKAF RS01995 WP 003084552.1 AVFRTIPS|QVLT i PAMPRGLVLVTGPTGSGKSTTLAAM 156
NTDB id 1202 PSJM300 01600 AFN76400.1 AVFRTIPSIQVLT ISTPMPRGLVLVTGPTGSGKSTTLAAM 156
NTDB id 1020 ACIAD RS04210 WP 011182164.1 AVFRTIPSWVLT DII[OMPRGLVLVTGPTGSGKSTTLAAM 156
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 AVFRTIPSIQVLT DIIMPRG VLVTGPTGSGKSTTLAAM 156
NTDB id 1060 ABD1 RS04380 WP 000355489.1 AVFRTIPS|QVLT DII[OMPRG VLVTGPTGSGKSTTLAAM 156
NTDB id 1040 HON27 RS13360 WP 000355489.1 AVFRTIPSISVLT E LGLNIE |NIOMPRG VLVTGPTGSGKSTTLAAM 156

consensus sk DL sk 1k kokokokok |k Iksk k% * % k k %k ok kok sk bk bk Pk Db b bk || *k k% | * [



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1203

48252 PPUBIRD1 RS24660 WP 014592720.1

1307
1086
1116
1185
1176
1283
1259
1194
1202
1020
1081
1060
1040

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1203

48252 PPUBIRD1 RS24660 WP 014592720.1

1307
1086
1116
1185
1176
1283
1259
1194
1202
1020
1081
1060
1040

consensus

PSJM300 01605 AFN76401.1

DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

PSJM300 01605 AFN76401.1

DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

LT AT R T

DA Rt LB 0T SARE

EDPIEF H[a)s{elC
T EDP Effj HISM EL NQRE [¢RE IH¢FINe] LRSALR DPD
T EDPIEF H)gyK INQREV[ESIDTIRSIFIBJALR ALR EPD ILVGEMRDMETI ﬂA TAAETGHLVNIGTLHTIS Al
T EDPIEFVHENSKKNJLINQRE H{Nj(TIRSFEWALRSALREDPD ILVGEMRDIZETIMLALTAAETGHLVFGTLHT [¢
T EDPIEFVH[SKKSLINQRE HQHTLSFANALESALREDPD ILVGEMRDI¥ETI[QLALTAAETGHLVFGTLHT (¢
T EDPIEFVHEWWKCLINQREVHRDTESFISYALRSALREDPD ILVGEMRDMETINJLALTAAETGHLVFGTLHT SAAKT,
T EDPIEFVHRAWKCLINQREVHRDTEEFIYALRSALREDPD ILVGEMMRDEETIRLALTAAETGHLVEFGTLHT SAAKT
T EDPIEFVH[@SKKCL NQREVH DTIRSFINFNALRSALREDPD ILVGEMRDLETIRLA TAAETGHLVFGTLHTNISANKT,
T EDPIEFVH@NSKKCL NQREVH DTIRSJFIWNALRSALREDPD ILVGEMRDLETIRLA TAAETGHLVEGTLHTISAINKT
T EDPIEFVHRSKKCL NQREVHRDTIRYFRIXALRSALREDPD ILVGEMRDLETIRLALTAAETGHLVFGTLHT SAAKT
T EDPIEFVHRSKKCL NQREVHRDTIRYFMINALRSALREDPD ILVGEMRDLETIRLALTAAETGHLVFGTLHT SAAKT
T EDPIEFVH)¥YKKCLINQREVHRDTIRYFIMIALRSALREDPD ILVGEMRDLETIRLALTAAETGHLVFGTLHT SAAKT
T EDPIEFVH@NSKKCLINQREVHRDTE(YFIWAALRSALREDPD ILVGEMRDLETIRLALTAAETGHLVFGTLHT SAAKT
T EDPIEFVHWNSKKCLINQREVHRDTHIYFIMIALRSALREDPD ILVGEMRDLETIRLALTAAETGHLVEFGTLHT SAAKT
T EDPIEFVHENSKKCLINQREVHRDTE(FIMNALRSALREDPD ILVGEMRDLETIRLALTAAETGHLVFGTLHT SAAKT
EE NN I k% EE NN * *k %k ! * | * 11 Pk bk Pl bokse b bk Pk DD D% Pk bk |k

IR0 DU Aecke VR LSESL s s A ML R 55 (s

IDRI DVFPEE [ [§

DRI DVFPAEEK MVR

DRI DVFPA®EK MVR

IDRIIDVFP [§ K MVR BYGGGRVAGHETM
IDRIIDVFP [§ K MVR BYCGGRVAHETM

I RIIDVFPAEEKEMVR .NKGGRVAAHEIM GQINEA TRNLIREINK AQMYSHIQTG{NINSYGMQT

I RIIDVFPAEEKSMVR .
MIIGGGRVAAHEIMI QWPAIRNLIREWNKVAQMYSEIQTG
AUYGGGRVAAHEIMI WPAIRNLIREMKVAQMYSKIQTG
BYGGGRVAAHEIMI MPAIRNLIREMKVAQMYSHIQTG
BIGGGRVAAHEIMI MPAIRNLIRENKVAQMYSHEIQTG
BNGGGRVAAHEIMI MPAIRNLIRENKVAQMYSEIQTG

BUYGGGRVAAHEIMI QMPATRNLIRENKVAQMYSE\IQTG
1 oskosk ok sk | sk sk sk sk ok skok ok ok ok ok | | kkk | * kb Dskskkk |k kkkoe k| x kokokokkk  kokokokok Ix

236
236
240
236
236
236
236
236
236
236
236
236
236
236
236

316
315
320
316
316
315
315
315
315
315
315
315
315
315
315



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1203

48252 PPUBIRD1 RS24660 WP 014592720.1

1307
1086
1116
1185
1176
1283
1259
1194
1202
1020
1081
1060
1040

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1203

48252 PPUBIRD1 RS24660 WP 014592720.1

1307
1086
1116
1185
1176
1283
1259
1194
1202
1020
1081
1060
1040

consensus

PSJM300 01605 AFN76401.1

DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

PSJM300 01605 AFN76401.1

DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

!' QQ(%L@\.VégN\L’V%ELAﬁEQA@éEEEF

INAPE VA
INAPEAJN

ISS KHTA
IRS KHT)A
IBS R E N
IS8R D S|P

SINLP T
sugp QT
s p Q T/
s Q T/

= e e =S

G
G
N
N
G
G
G
G
G
G

X non conserved
B similar
>50% conserved

LERJ
RRRJ
A

RRR

KEKEKQ .
RAVJIKS .
RTARKQ .
RTARKQ .
RTALKQ .

381
332
418
347
347
345
345
344
344
344
344
344
345
345
345

HEAJLN .
HEABLN .
REKEKT .

< .;:./L'\'R'. ANnBAERedsOCRGC T XX VWi Ay s AT SassECEsSRF SR o aaa A

YEDMLLHEADSSNDLRLMI . . KLGSETDGEHLTSVSQGLTL . . . . EMSDDDPGRSFR. . . ... ...
""" ID.PKEFARLANDASAGLGGASMTPAAPPVPAYNSASSSSTGRGGDFGRGAAAPATP
QNSESMSF
QNSESMSF

381
332
399
347
347
345
345
344
344
344
344
344
345
345
345



