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SDFLSAHTPMMQQYWKRLKNREQHPDQLMFYRMGDFYE I

LFYDEDAKKAAAKLLDITLTARGQSAGQTAS IPMACGIPFHSALEGYLAKRLV
NTDB id 48217 H7K64 RS06260 WP 182819081.1 ....MSDFSAHTPMMQQYWKLKNQHPDQLMFYRMGDFYEIFYEDAKKAAKLLDITLTARGQSAGQSIPMCGIPFHSLEGYLAKLV 81
NTDB id 1201 CAH03854.1 414..2993( ) MTKPNADLSAHTPMMQQYWRLKREHPDQLMFYRMGDFYELFYDDAKKAAALLDITLTARGQSAGTAIPMAGIPFHSAEGYLARLV 85
consensus **** ! !!!!!!!!!!!*!! !!!!!!!!!!!!!!!*!!*!!!!!! !!!!!!!!!!!!!! !!!*!!!!!! !!!!!*!!

logo KLGESVVICEQIGDPAATSKGPVERQVVR I ITPGTVSDEALLDERRDNL ILAALVLVGDERLFGLASVLDIATSGNRFSTVQE I
LKGWENTLLAE

NTDB id 48217 H7K64 RS06260 WP 182819081.1 KLGESVVICEQIGDPATSKGPVERQVVRIITPGTVSDEALLDERRDNLIAALLGDERLFGLAVLDITSGNFTVQEIKGWENLLAE 166
NTDB id 1201 CAH03854.1 414..2993( ) KLGESVVICEQIGDPAASKGPVERQVVRIITPGTVSDEALLDERRDNLLAAVVGDERLFGLSVLDIASGRFSVQELKGWETLLAE 170
consensus !!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!**!!!!!!!! !!!! !! !*!!!*!!!! !!!!

logo LER I
L
N
SPAVELL IPDDWPQGLPALEKRPRGCVRRRAPWDFDRDSAFRKSLCQQFASTQDLKGFGCDEKNLTLAIGAAGCLLATYAKETQRTATLPH

NTDB id 48217 H7K64 RS06260 WP 182819081.1 LERINPVELLIPDDWPQGLPAEKRPGCRRRAPWDFDRDSARKSLCQQFATQDLKGFGCDKLTLAIGAAGCLLTYAKETQRTTLPH 251
NTDB id 1201 CAH03854.1 414..2993( ) LERLSPAELLIPDDWPQGLPLEKRRGVRRRAPWDFDRDSAFKSLCQQFSTQDLKGFGCENLTLAIGAAGCLLAYAKETQRTALPH 255
consensus !!!* ! !!!!!!!!!!!!! !!!*!*!!!!!!!!!!!!! !!!!!!! !!!!!!!!!* !!!!!!!!!!!! !!!!!!!! !!!

logo LRSLRHERLMADDTVI LDGASRRNLELDI
VNLASGGRDENTLQSVI

MDRCQTAMAGSRLLTRWLNRPLRDNLREKI
VLEKARQDS IRTCLLDEGHYRFEKQ

NTDB id 48217 H7K64 RS06260 WP 182819081.1 LRSLRHERMDDTVILDGASRRNLELDINLAGGRENTLQSVIDRCQTAMASRLLTRWLNRPLRDLKVLKARQDSIRCLLDGYRFEK 336
NTDB id 1201 CAH03854.1 414..2993( ) LRSLRHERLADTVILDGASRRNLELDVNLSGGRDNTLQSVMDRCQTAMGSRLLTRWLNRPLRNREILEARQDSITCLLEHYRFEQ 340
consensus !!!!!!!!* !!!!!!!!!!!!!!!!*!! !!!*!!!!!!*!!!!!!!*!!!!!!!!!!!!! *! !!!!!! !!!**!!!!

logo LQPQLKDE IGDI
LER I LAR IGLRNARPRDLARLRDALAGALPEQLQANAGMAQDELEVAPHLALERLAATI
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NTDB id 48217 H7K64 RS06260 WP 182819081.1 LQPQLKEIGDIERILARIGLRNARPRDLARLRDALGALPELQNAMAELEAPHLARLAAIAGTYPELASLLERAILDNPPAVIRDG 421
NTDB id 1201 CAH03854.1 414..2993( ) LQPQLKDIGDLERILARIGLRNARPRDLARLRDALAALPQLQAGMQDLVAPHLLELATSISTYPELAELLARAIIDNPPAVIRDG 425
consensus !!!!!!*!!!*!!!!!!!!!!!!!!!!!!!!!!!!*!!! !! *! *! !!!! !! !!!!!! !! !!!*!!!!!!!!!!

logo GVLKTGYDPTELDELLQASLMSENAGQFYL IMDLEATREKARTGLANLKVGYNRVHGYF I ELPSTKQAEQSAPADYIRRQTLKGAERF ITPELK
NTDB id 48217 H7K64 RS06260 WP 182819081.1 GVLKTGYDTELDELLAMSENAGQFLIDLEAREKARTGLANLKVGYNRVHGYFIELPTKQAEQAPADYIRRQTLKGAERFITPELK 506
NTDB id 1201 CAH03854.1 414..2993( ) GVLKTGYDPELDELQSLSENAGQYLMDLETREKARTGLANLKVGYNRVHGYFIELPSKQAESAPADYIRRQTLKGAERFITPELK 510
consensus !!!!!!!!*!!!!! *!!!!!!*!*!!! !!!!!!!!!!!!!!!!!!!!!!!!!!*!!!! !!!!!!!!!!!!!!!!!!!!!!!
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A
EFEDKALSAKSRALAREKLMLYDAELLEMTL IGHLAPLQDESAAALAELDMVLSNLAERALNLDLNCRPRSFVDEEQPCLMRI EQGRHPVVEQVL

NTDB id 48217 H7K64 RS06260 WP 182819081.1 AFEDKALSAKSRALAREKMLYDALLETLIGHLAPLQDSAAALAELDVLSNLAERALNLDLNCPSFVDEPCLRIEQGRHPVVEQVL 591
NTDB id 1201 CAH03854.1 414..2993( ) EFEDKALSAKSRALAREKLLYDELLEMLIGHLAPLQESAAALAELDMLSNLAERALNLDLNRPRFVEQPCMRIEQGRHPVVEQVL 595
consensus !!!!!!!!!!!!!!!!!*!!! !!! !!!!!!!!!*!!!!!!!!!*!!!!!!!!!!!!!!*! !!* !!*!!!!!!!!!!!!!!



logo

E
TTPFVANDLAGLDDNASTRML IV ITGPNMGGKSTYMRQTAL IVLLMAHQIGSFVPAAARCELSLVDR I FTR IGSSDDLAGGRSTFMVEMSET

NTDB id 48217 H7K64 RS06260 WP 182819081.1 TTPFVANDLALDNSTRMLIITGPNMGGKSTYMRQTALIVLMAHIGSFVPAARCELSLVDRIFTRIGSSDDLAGGRSTFMVEMSET 676
NTDB id 1201 CAH03854.1 414..2993( ) ETPFVANDLGLDDATRMLVITGPNMGGKSTYMRQTALIVLLAQIGSFVPAAACELSLVDRIFTRIGSSDDLAGGRSTFMVEMSET 680
consensus !!!!!!!!*!! !!!!*!!!!!!!!!!!!!!!!!!!!!*!*!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ANI LHNASTDRSLVLMDEVGRGTSTFDGLSLAWAAAEHRLAKQLRAFYTLFATHYFELTVLPESEPLVVANVHLNSATEHNER IVFLHHVL
NTDB id 48217 H7K64 RS06260 WP 182819081.1 ANILHNATDRSLVLMDEVGRGTSTFDGLSLAWAAAERLAQLRAYTLFATHYFELTVLPESEPLVANVHLNATEHNERIVFLHHVL 761
NTDB id 1201 CAH03854.1 414..2993( ) ANILHNASDRSLVLMDEVGRGTSTFDGLSLAWAAAEHLAKLRAFTLFATHYFELTVLPESEPVVANVHLSATEHNERIVFLHHVL 765
consensus !!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!! !!!*!!!!!!!!!!!!!!!!!!*!!!!!! !!!!!!!!!!!!!!!
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NTDB id 48217 H7K64 RS06260 WP 182819081.1 PGPASQSYGLAVAQLAGVPSPVIQRAREHLGRLETTSLPHEQPIKAAKGEPQVPHQSDLFASLPHPAIEKLGKLDLDNMTPRQAI 846
NTDB id 1201 CAH03854.1 414..2993( ) PGPASQSYGLAVAQLAGVPGEVIQRARDHLSRLETTSLSHEAPR.ITPGQPAPPMQSDMFASLPHPVLEELGRINPDDVTPRQAL 849
consensus !!!!!!!!!!!!!!!!!!! *!!!!!!*!! !!!!!!!*!! ! * *! ! *!*!!!*!!!!!!! *! !!** *! *!!!!!*
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NTDB id 48217 H7K64 RS06260 WP 182819081.1 ETLYQLKNLL. 856
NTDB id 1201 CAH03854.1 414..2993( ) ELLYSLKTRI* 859
consensus ! !! !! *
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