
logo MKRRKMLNVPKGGSYDGMKGFTI IVEFLVAGLMLSMVIVL IMAVGVSSYFTSRKLNDAANERLAEIQQDLRNAATL IVRDARMAGSFG
NTDB id 48153 NMBNZ0533 RS05280 WP 014582408.1 MRRKMLNVPKGSYDGMKGFTIIEFLVAGMLSMIVLMAVGSSYFTSRKLNDAANERLAIQQDLRNAATLIVRDARMAGSFG 80
NTDB id 1138 NGFG RS02430 WP 003694978.1 MKRKMLNVPKGGYDGMKGFTIVEFLVAGLLSVIVLIAVVSSYFTSRKLNDAANERLAEQQDLRNAATLIVRDARMAGSFG 80
consensus !*!!!!!!!!! !!!!!!!!!*!!!!!!*!!*!!!*!! !!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!

logo CFNMSEHI
T
E
G
K
NDVVFSDNVAPQKNARLFSLKGRNSSATNKL IPNGSTDTNKL IP ITESLPDNINYQNFFQVGSSAL I FQYGIDDVDNASAADTTV

NTDB id 48153 NMBNZ0533 RS05280 WP 014582408.1 CFNMSEHTEKDVVSDVPQKNRLFSLKGSSANKLIPNGTDNKLIPITESLDINYQNFFQVGSALIFQYGIDDVNASAATTV 160
NTDB id 1138 NGFG RS02430 WP 003694978.1 CFNMSEHIGNDVVFNVAQKNALFSLKRNSTN......STNKLIPITESPNINYQNFFQVSSALIFQYGIDDVDASADTTV 154
consensus !!!!!!! !!! !*!!! !!!!! ! !******* !!!!!!!!!* !!!!!!!!! !!!!!!!!!!!! !!! !!!

logo VSSCAAI SKPGKQI LPTLENAVKKELKIQSDNQSDKEQNGNIARQRHVVNAYAVGKR IAGEEGLFRFQLDDKGKWGNPQLLAKKI
V
K
R

NTDB id 48153 NMBNZ0533 RS05280 WP 014582408.1 VSSCAAISKPGKQILTLENVKKELKISDQDKEQNGNIARQRHVVNAYAVGRIAGEEGLFRFQLDDKGKWGNPQLLAKKIR 240
NTDB id 1138 NGFG RS02430 WP 003694978.1 VSSCAAISKPGKQIPTLENAKKELKIQNSDKEQNGNIARQRHVVNAYAVGKIAGEEGLFRFQLDDKGKWGNPQLLAKKVK 234
consensus !!!!!!!!!!!!!!*!!!! !!!!!! !!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!**

logo

R
YMKRVRYIYVSDGCPEDDEDAGKEEQTFKRYTDKFDNSAQDASVTPAGVEVLLDSSGSTDATKIAASSDNHI IYAYR IDNATIRGGNVCANR

NTDB id 48153 NMBNZ0533 RS05280 WP 014582408.1 YMKVRYIYVSDCPEDDDAGKEETFRYTDKFNSAQDAVTPAGVEVLLSSGTDTKIAASSDNHIYAYRIDATIRGGNVCANR 320
NTDB id 1138 NGFG RS02430 WP 003694978.1 RMRVRYIYVSGCPEDEDAGKEEQFKYTDKFDS...SVTPAGVEVLLDSGSDAKIAASSDNIIYAYRINATIRGGNVCANR 311
consensus !*!!!!!!! !!!!*!!!!!! !*!!!!! !*** !!!!!!!!!! !!*! !!!!!!!!*!!!!!! !!!!!!!!!!!!

logo TL
NTDB id 48153 NMBNZ0533 RS05280 WP 014582408.1 TL 322
NTDB id 1138 NGFG RS02430 WP 003694978.1 TL 313
consensus !!
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