
logo MNTKLTKI I SGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKE IVNPTGFVTSSPAR IALDFEQTGI SM
NTDB id 1115 OK783 RS00485 WP 003698035.1 MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFVTSSPARIALDFEQTGISM 75
NTDB id 1100 NMB RS09455 WP 002225652.1 MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFVTSSPARIALDFEQTGISM 75
NTDB id 48121 NMBM01240355 RS09655 WP 014582238.1 MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFVTSSPARIALDFEQTGISM 75
NTDB id 1092 CAD91899.1 1..2286( ) MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFVTSSPARIALDFEQTGISM 75
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo DQQVLEYADPLLSKI SAAQNSSRARLVLNLNKPGQYNTEVRGNKVWI F INESDDTVSAPARPAVKAAPAAPAKQQ
NTDB id 1115 OK783 RS00485 WP 003698035.1 DQQVLEYADPLLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQ 150
NTDB id 1100 NMB RS09455 WP 002225652.1 DQQVLEYADPLLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQ 150
NTDB id 48121 NMBM01240355 RS09655 WP 014582238.1 DQQVLEYADPLLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQ 150
NTDB id 1092 CAD91899.1 1..2286( ) DQQVLEYADPLLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQ 150
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo AAAPSTKSAVSVSKEPFTPAKQQAAAPFTESVVSVSAPFSPAKQQAAASAKQQATAAPAKQQAAAPAKQQAAASPAKQ
NTDB id 1115 OK783 RS00485 WP 003698035.1 A......................AAPFTESVVSVSAPFSPAKQQA........................AASAKQ 179
NTDB id 1100 NMB RS09455 WP 002225652.1 AAAPSTKSAVSVSEPFTPAKQQAAAPFTESVVSVSAPFSPAKQQAAASAKQQAAAPAKQQAAAPAKQQAAAPAKQ 225
NTDB id 48121 NMBM01240355 RS09655 WP 014582238.1 AAAPSTKSAVSVSKPFTPAKQQAAAPFTESVVSVSAPFSPAKQQAAASAKQQTA........APAKQQAAAPAKQ 217
NTDB id 1092 CAD91899.1 1..2286( ) AAAPSTKSAVSVSEPFTPAKQQAAAPFTESVVSVSAPFSPAKQQAAASAKQQTA........APAKQQAAAPAKQ 217
consensus !**********************!!!!!!!!!!!!!!!!!!!!!!********* *******!!*!!!

logo TNIDFRKDGKNAGI I ELAALGFAGQPDI SQQHDHI IVTLKNHTLPTATLQRSLDVADFKTPVQKVTLKRLNNDTQL
NTDB id 1115 OK783 RS00485 WP 003698035.1 TNIDFRKDGKNAGIIELAALGFAGQPDISQQHDHIIVTLKNHTLPTALQRSLDVADFKTPVQKVTLKRLNNDTQL 254
NTDB id 1100 NMB RS09455 WP 002225652.1 TNIDFRKDGKNAGIIELAALGFAGQPDISQQHDHIIVTLKNHTLPTTLQRSLDVADFKTPVQKVTLKRLNNDTQL 300
NTDB id 48121 NMBM01240355 RS09655 WP 014582238.1 TNIDFRKDGKNAGIIELAALGFAGQPDISQQHDHIIVTLKNHTLPTTLQRSLDVADFKTPVQKVTLKRLNNDTQL 292
NTDB id 1092 CAD91899.1 1..2286( ) TNIDFRKDGKNAGIIELAALGFAGQPDISQQHDHIIVTLKNHTLPTTLQRSLDVADFKTPVQKVTLKRLNNDTQL 292
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo I ITTTAGNWELVNKSAAPGYFTFQVLPKKQNLESGGVNNAPKTFTGRKI SLDFQDVE IRTI LQI LAKESGMNIVAS
NTDB id 1115 OK783 RS00485 WP 003698035.1 IITTTGNWELVNKSAAPGYFTFQVLPKKQNLESGGVNNAPKTFTGRKISLDFQDVEIRTILQILAKESGMNIVAS 329
NTDB id 1100 NMB RS09455 WP 002225652.1 IITTAGNWELVNKSAAPGYFTFQVLPKKQNLESGGVNNAPKTFTGRKISLDFQDVEIRTILQILAKESGMNIVAS 375
NTDB id 48121 NMBM01240355 RS09655 WP 014582238.1 IITTAGNWELVNKSAAPGYFTFQVLPKKQNLESGGVNNAPKTFTGRKISLDFQDVEIRTILQILAKESGMNIVAS 367
NTDB id 1092 CAD91899.1 1..2286( ) IITTAGNWELVNKSAAPGYFTFQVLPKKQNLESGGVNNAPKTFTGRKISLDFQDVEIRTILQILAKESGMNIVAS 367
consensus !!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo DSVSNGKMTLSLKDVPWDQALDLVMQARNLDMRQQGNIVNIAPRDELLAKDKALFLQAEKDIADLGALYSQNFQLKY
NTDB id 1115 OK783 RS00485 WP 003698035.1 DSVSGKMTLSLKDVPWDQALDLVMQARNLDMRQQGNIVNIAPRDELLAKDKAFLQAEKDIADLGALYSQNFQLKY 404
NTDB id 1100 NMB RS09455 WP 002225652.1 DSVNGKMTLSLKDVPWDQALDLVMQARNLDMRQQGNIVNIAPRDELLAKDKALLQAEKDIADLGALYSQNFQLKY 450
NTDB id 48121 NMBM01240355 RS09655 WP 014582238.1 DSVNGKMTLSLKDVPWDQALDLVMQARNLDMRQQGNIVNIAPRDELLAKDKAFLQAEKDIADLGALYSQNFQLKY 442
NTDB id 1092 CAD91899.1 1..2286( ) DSVNGKMTLSLKDVPWDQALDLVMQARNLDMRQQGNIVNIAPRDELLAKDKAFLQAEKDIADLGALYSQNFQLKY 442
consensus !!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!



logo KNVEEFRS I LARLDNADTTGNRNTL IVSGRGSVL IDPATNTL IVTDTRSVI EKFRKL IDELDVPAQQVMIEAR IVEA
NTDB id 1115 OK783 RS00485 WP 003698035.1 KNVEEFRSILRLDNADTTGNRNTLVSGRGSVLIDPATNTLIVTDTRSVIEKFRKLIDELDVPAQQVMIEARIVEA 479
NTDB id 1100 NMB RS09455 WP 002225652.1 KNVEEFRSILRLDNADTTGNRNTLISGRGSVLIDPATNTLIVTDTRSVIEKFRKLIDELDVPAQQVMIEARIVEA 525
NTDB id 48121 NMBM01240355 RS09655 WP 014582238.1 KNVEEFRSILRLDNADTTGNRNTLVSGRGSVLIDPATNTLIVTDTRSVIEKFRKLIDELDVPAQQVMIEARIVEA 517
NTDB id 1092 CAD91899.1 1..2286( ) KNVEEFRSILALDNADTTGNRNTLVSGRGSVLIDPATNTLIVTDTRSVIEKFRKLIDELDVPAQQVMIEARIVEA 517
consensus !!!!!!!!!!*!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ADGFSRDLGVKFGATGRKKKLKNEDTSAFGWGVNSGFGGDGDKWEGAQETKINLPVIATAAANS I SLVRAI SSGALNLELSA
NTDB id 1115 OK783 RS00485 WP 003698035.1 ADGFSRDLGVKFGATGRKKLKNETSAFGWGVNSGFGGGDKWEAQTKINLPVAAAANSISLVRAISSGALNLELSA 554
NTDB id 1100 NMB RS09455 WP 002225652.1 ADGFSRDLGVKFGATGKKKLKNDTSAFGWGVNSGFGGDDKWGAETKINLPITAAANSISLVRAISSGALNLELSA 600
NTDB id 48121 NMBM01240355 RS09655 WP 014582238.1 ADGFSRDLGVKFGATGKKKLKNDTSAFGWGVNSGFGGGDKWGAETKINLPITAAANSISLVRAISSGALNLELSA 592
NTDB id 1092 CAD91899.1 1..2286( ) ADGFSRDLGVKFGATGKKKLKNDTSAFGWGVNSGFGGDDKWGAETKINLPITAAANSISLVRAISSGALNLELSA 592
consensus !!!!!!!!!!!!!!!!*!!!!!*!!!!!!!!!!!!!! !!!*!*!!!!!!**!!!!!!!!!!!!!!!!!!!!!!!

logo SESLSKPTKTLANPRVLTQNRKEAKI ESGYE IPFTVTTSAI SAGNGGNSSTNTELKKAVLGLTVTPNITPDGQI IMTVKIN
NTDB id 1115 OK783 RS00485 WP 003698035.1 SESLSKTKTLANPRVLTQNRKEAKIESGYEIPFTVTTASGGGNSTNTELKKAVLGLTVTPNITPDGQIIMTVKIN 629
NTDB id 1100 NMB RS09455 WP 002225652.1 SESLSKTKTLANPRVLTQNRKEAKIESGYEIPFTVTSIANGGSSTNTELKKAVLGLTVTPNITPDGQIIMTVKIN 675
NTDB id 48121 NMBM01240355 RS09655 WP 014582238.1 SESLSKTKTLANPRVLTQNRKEAKIESGYEIPFTVTSIANGGSSTNTELKKAVLGLTVTPNITPDGQIIMTVKIN 667
NTDB id 1092 CAD91899.1 1..2286( ) SESLSKPKTLANPRVLTQNRKEAKIESGYEIPFTVTSIANGGSSTNTELKKAVLGLTVTPNITPDGQIIMTVKIN 667
consensus !!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!****!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KDSPAQCASGNNQTI LC I STKSNLNTQAMVENGGTL IVGGIYEENDNGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRE
NTDB id 1115 OK783 RS00485 WP 003698035.1 KDSPAQCASGNNTILCISTKSLNTQAMVENGGTLIVGGIYEENNGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRE 704
NTDB id 1100 NMB RS09455 WP 002225652.1 KDSPAQCASGNQTILCISTKNLNTQAMVENGGTLIVGGIYEEDNGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRE 750
NTDB id 48121 NMBM01240355 RS09655 WP 014582238.1 KDSPAQCASGNQTILCISTKNLNTQAMVENGGTLIVGGIYEEDNGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRE 742
NTDB id 1092 CAD91899.1 1..2286( ) KDSPAQCASGNQTILCISTKNLNTQAMVENGGTLIVGGIYEEDNGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRE 742
consensus !!!!!!!!!!!*!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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logo LL I F ITPR I IMDGTAGNSLRYO
NTDB id 1115 OK783 RS00485 WP 003698035.1 LLIFITPRIIDTAGNSLRY. 723
NTDB id 1100 NMB RS09455 WP 002225652.1 LLIFITPRIMGTAGNSLRY. 769
NTDB id 48121 NMBM01240355 RS09655 WP 014582238.1 LLIFITPRIMGTAGNSLRY. 761
NTDB id 1092 CAD91899.1 1..2286( ) LLIFITPRIMGTAGNSLRY* 761
consensus !!!!!!!!!**!!!!!!!!
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