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NTDB id 600 KW2 RS01765 WP 011675413.1 MATKK.....KTNFDDITKKYGAERDKALADALALIEKDFGKGSLMRLGEA.ANQKVSVVSSGSLALDIALGAGG 69
NTDB id 269 KZH43 RS08665 WP 001085462.1 .MAKK.....PKKLEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSGG 68
NTDB id 228 SPD RS09265 WP 001085462.1 .MAKK.....PKKLEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSGG 68
NTDB id 194 SPR RS08825 WP 001085462.1 .MAKK.....PKKLEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSGG 68
NTDB id 159 SP RS09750 WP 001085462.1 .MAKK.....PKKLEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSGG 68
NTDB id 499 SM12261 RS08315 WP 078228268.1 .MAKK.....PKKLDEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSGG 68
NTDB id 527 SMSK321 RS11065 WP 001085454.1 .MAKK.....PKKLDEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSGG 68
NTDB id 408 SMU RS09530 WP 002262392.1 .MAKR.....IKKTEEITKKFGDERKKALDDALKNIEKDFGKGAVMRLGER.AEQKVQVMSSGSLALDIALGAGG 68
NTDB id 453 Spy49 1753c ACI62003.1 .MAKK.....LKKNEEITKKFGDERRKALDDALKNIEKDFGKGAVMRLGER.AEQKVQVMSSGSLALDIALGAGG 68
NTDB id 115 BSU 16940 NP 389576.2 .....................MSDRQAALDMALKQIEKQFGKGSIMKLGEK.TDTRISTVPSGSLALDTALGIGG 53
NTDB id 625 LCA RS02525 WP 011374196.1 ...................MAKDERQAALDAALKKIEKNFGKGSIMRMGEK.VDTQVSTVSSGSLALDEALGVGG 55
NTDB id 1313 DR RS12030 WP 010888966.1 .......MSKDATKEISAPTDAKERSKAIETAMSQIEKAFGKGSIMKLGAE.SKLDVQVVSTGSLSLDLALGVGG 67
NTDB id 1245 Cj1673c YP 002345041.1 ....................MDDNKRKSLDAALKSLDKTFGKGTILRLGDK.EVEQIDSIGTGSVGLDLALGIGG 54
NTDB id 1211 C694 RS00795 WP 000963128.1 ..................MAIDEDKQKAISLAIKQIDKVFGKGALVRLGDK.QVEKIDSISTGSLGLDLALGIGG 56
NTDB id 1214 NCTC11637 00359 SQJ03206.1 ..................MAIDEDKQKAISLAIKQIDKVFGKGALVRLGDK.QVEKIDAISTGSLGLDLALGIGG 56
NTDB id 1334 RA0C RS04870 WP 004918236.1 ..........MAKT..ETTSPNDDKKKALAAVLEKLDKTYGKGTVMKLGDGTVDHNIEVIPSGSLGLDLALGVGG 63
NTDB id 1389 A4U84 RS07560 WP 021112712.1 .MAENKKSSKNNTV..VKQVEPEQKKQALEAALAQIEKQFGKGSIMKLGQT.EQLDIESVSTGSLGLDLALGIGG 71
NTDB id 48113 NMBM01240355 RS07620 WP 002223618.1 ....................MSDDKSKALAAALAQIEKSFGKGAIMKMDGSQQEENLEVISTGSLGLDLALGVGG 55
NTDB id 1130 NGFG RS03960 WP 003688695.1 ....................MSDDKSKALAAALAQIEKSFGKGAIMKMDGSQQEENLEVISTGSLGLDLALGVGG 55
NTDB id 1124 NGFG RS03960 WP 003688695.1 ....................MSDDKSKALAAALAQIEKSFGKGAIMKMDGSQQEENLEVISTGSLGLDLALGVGG 55
NTDB id 1123 OK783 RS03845 WP 003688695.1 ....................MSDDKSKALAAALAQIEKSFGKGAIMKMDGSQQEENLEVISTGSLGLDLALGVGG 55
NTDB id 1427 RS RS02760 WP 011000510.1 .MEDG........K..KAASMSAEKQKALAAALAQIEKQFGKGSIMKMGDA.EVEPVQVVSTGSLGLDVALGVGG 63
NTDB id 1165 A1552VC RS01565 WP 000344154.1 ....................MDENKQKALAAALGQIEKQFGKGSIMRLGDN.RAMDVETISTGSLSLDIALGAGG 54
NTDB id 1142 GTF74 RS11550 WP 000344154.1 ....................MDENKQKALAAALGQIEKQFGKGSIMRLGDN.RAMDVETISTGSLSLDIALGAGG 54
NTDB id 1205 PSJM300 05545 AFN77183.1 ....................MDENKKRALAAALGQIEKQFGKGAVMRMGDH.DRQAIPSISTGSLGLDIALGIGG 54
NTDB id 1022 ACIAD RS06390 WP 004925639.1 ....................MDDNKSKALQAALSQIEKQFGKNTVMRLGDN.TVQAVEAVSTGSLTLDIALGIGG 54
NTDB id 1074 ABD1 RS10195 WP 000344167.1 ....................MDENKSKALQAALSQIEKQFGKNTVMRLGDN.TVQAVEAVSTGSLTLDIALGIGG 54
consensus *** *** ** ***! *!!******** * ***!!**!!*!!! !!



logo

I
V
L
YPMRKGRVITIVEVI FYGPESGSGKTTMVLSCTALASQEHVLIA I

VAAEQMVCAQQRKDGLMSVQANENGSKGQVITACAYFVIDAENHAMFLDMVPDETKQHAVYADEGQTKARNRAKLGI
VDKNLTVIPEDDNEL IYL IVLASQPDFHYNSTGEQGALQE IMTVLCAEGD

NTDB id 600 KW2 RS01765 WP 011675413.1 YPKGRIVEIYGPESSGKTTVALHAVAAVQKEGGIAAFIDAENALDPEYAKALGVNIDELLLSQPDYGEQGLQIAE 144
NTDB id 269 KZH43 RS08665 WP 001085462.1 YPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAG 143
NTDB id 228 SPD RS09265 WP 001085462.1 YPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAG 143
NTDB id 194 SPR RS08825 WP 001085462.1 YPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAG 143
NTDB id 159 SP RS09750 WP 001085462.1 YPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAG 143
NTDB id 499 SM12261 RS08315 WP 078228268.1 YPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAG 143
NTDB id 527 SMSK321 RS11065 WP 001085454.1 YPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAG 143
NTDB id 408 SMU RS09530 WP 002262392.1 YPKGRIVEIYGPESSGKTTVALHAVAQAQKDGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAG 143
NTDB id 453 Spy49 1753c ACI62003.1 YPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLAQPDSGEQGLEIAG 143
NTDB id 115 BSU 16940 NP 389576.2 YPRGRIIEVYGPESSGKTTVALHAIAEVQQQGGQAAFIDAEHALDPVYAQKLGVNIEELLLSQPDTGEQALEIAE 128
NTDB id 625 LCA RS02525 WP 011374196.1 YPRGRIVEIYGPESSGKTTVALHAVAEVQKQGGTAAYIDAENAMDPKYATALGVNIDDLLLSQPDTGEQGLEIAD 130
NTDB id 1313 DR RS12030 WP 010888966.1 IPRGRITEIYGPESGGKTTLALAIVAQAQKAGGTCAFIDAEHALDPVYARALGVNTDELLVSQPDNGEQALEIME 142
NTDB id 1245 Cj1673c YP 002345041.1 VPKGRIIEIYGPESSGKTTLTLHIIAECQKAGGVCAFIDAEHALDVKYAKNLGVNTDDLYVSQPDFGEQALEIVE 129
NTDB id 1211 C694 RS00795 WP 000963128.1 VPKGRIIEIYGPESSGKTTLSLHIIAECQKNGGVCAFIDAEHALDVHYAKRLGVDTENLLVSQPDTGEQALEILE 131
NTDB id 1214 NCTC11637 00359 SQJ03206.1 VPKGRIIEIYGPESSGKTTLSLHIIAECQKNGGVCAFIDAEHALDVHYAKRLGVDTENLLVSQPDTGEQALEILE 131
NTDB id 1334 RA0C RS04870 WP 004918236.1 YPKGRIVEIYGPESSGKTTLTLHAIAEAQKVGGTAAFIDAEHAFDMHYAEKLGINLEELIVSQPDNGEQALEIAD 138
NTDB id 1389 A4U84 RS07560 WP 021112712.1 LPMGRIVEIYGPESSGKTTLTLSLIAQAQKGNKTCAFIDAEHALDPVYARNLGVNTDELLISQPDNGEQALEICD 146
NTDB id 48113 NMBM01240355 RS07620 WP 002223618.1 LPRGRIVEIFGPESSGKTTLCLEAVAQCQKNGGVCAFVDAEHAFDPVYARKLGVKVEELYLSQPDTGEQALEICD 130
NTDB id 1130 NGFG RS03960 WP 003688695.1 LPRGRIVEIFGPESSGKTTLCLEAVAQCQKNGGVCAFVDAEHAFDPVYARKLGVKVEELYLSQPDTGEQALEICD 130
NTDB id 1124 NGFG RS03960 WP 003688695.1 LPRGRIVEIFGPESSGKTTLCLEAVAQCQKNGGVCAFVDAEHAFDPVYARKLGVKVEELYLSQPDTGEQALEICD 130
NTDB id 1123 OK783 RS03845 WP 003688695.1 LPRGRIVEIFGPESSGKTTLCLEAVAQCQKNGGVCAFVDAEHAFDPVYARKLGVKVEELYLSQPDTGEQALEICD 130
NTDB id 1427 RS RS02760 WP 011000510.1 LPRGRVVEIYGPESSGKTTLTLQVVAEMQKLGGTCAFIDAEHALDVTYADKLGVKVPDLLISQPDTGEQALEIAD 138
NTDB id 1165 A1552VC RS01565 WP 000344154.1 LPMGRIVEIFGPESSGKTTLTLELIAAAQREGKTCAFIDAEHALDPVYAKKLGVNIDELLVSQPDTGEQALEICD 129
NTDB id 1142 GTF74 RS11550 WP 000344154.1 LPMGRIVEIFGPESSGKTTLTLELIAAAQREGKTCAFIDAEHALDPVYAKKLGVNIDELLVSQPDTGEQALEICD 129
NTDB id 1205 PSJM300 05545 AFN77183.1 LPKGRIVEIYGPESSGKTTLTLSVIAAAQRMGSTCAFVDAEHALDPDYAGKLGVNVDDLLVSQPDTGEQALEITD 129
NTDB id 1022 ACIAD RS06390 WP 004925639.1 LPKGRIVEIYGPESSGKTTMTLQAIAQCQKAGGTCAFIDAEHALDPQYARKLGVDIDNLLVSQPDHGEQALEIAD 129
NTDB id 1074 ABD1 RS10195 WP 000344167.1 LPKGRIIEIYGPESSGKTTMTLQAIAQCQKSGGTCAFIDAEHALDPQYARKLGVDIDNLLVSQPDNGEQALEIAD 129
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NTDB id 600 KW2 RS01765 WP 011675413.1 KLITSGAVDLVVIDSVAALVPKAEIDGEIGDSSVGLQARMMSQAMRKLAGHINKTKTTAIFINQLREKVGVM.FG 218
NTDB id 269 KZH43 RS08665 WP 001085462.1 KLIDSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FG 217
NTDB id 228 SPD RS09265 WP 001085462.1 KLIDSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FG 217
NTDB id 194 SPR RS08825 WP 001085462.1 KLIDSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FG 217
NTDB id 159 SP RS09750 WP 001085462.1 KLIDSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FG 217
NTDB id 499 SM12261 RS08315 WP 078228268.1 KLIDSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FG 217
NTDB id 527 SMSK321 RS11065 WP 001085454.1 KLIDSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FG 217
NTDB id 408 SMU RS09530 WP 002262392.1 KLIDSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLSASINKTKTIAIFINQLREKVGIM.FG 217
NTDB id 453 Spy49 1753c ACI62003.1 KLIDSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLSASINKTKTIAIFINQLREKVGVM.FG 217
NTDB id 115 BSU 16940 NP 389576.2 ALVRSGAVDIVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLSGAINKSKTIAIFINQIREKVGVM.FG 202
NTDB id 625 LCA RS02525 WP 011374196.1 ALVSSGAVDILVVDSVAALVPRAEIEGEMGDAHVGLQARLMSQALRKLSGTINKTKTIALFINQIREKVGVM.FG 204
NTDB id 1313 DR RS12030 WP 010888966.1 LLVRSGAIDVVVVDSVAALTPRAEIEGDMGDSLPGLQARLMSQALRKLTAILSKTGTAAIFINQVREKIGVM.YG 216
NTDB id 1245 Cj1673c YP 002345041.1 TIARSGAVDLIVVDSVAALTPKAEIEGDMGDQHVGLQARLMSQALRKLTGIVHKMNTTVIFINQIRMKIGAMGYG 204
NTDB id 1211 C694 RS00795 WP 000963128.1 TITRSGGIDLVVVDSVAALTPKAEIDGDMGDQHVGLQARLMSHALRKITGVLHKMNTTLIFINQIRMKIGMMGYG 206
NTDB id 1214 NCTC11637 00359 SQJ03206.1 TITRSGGIDLVVVDSVAALTPKAEIDGDMGDQHVGLQARLMSHALRKITGVLHKMNTTLIFINQIRMKIGMMGYG 206
NTDB id 1334 RA0C RS04870 WP 004918236.1 SLIRSGGVDIVVVDSVAALTPKAEIDGDMGDSKMGLHARLMSQALRKLTSSISKTKCTVIFINQLRDKIGVM.FG 212
NTDB id 1389 A4U84 RS07560 WP 021112712.1 ALVRSGAVDVIIVDSVAALTPKAEIEGDMGDSHMGLQARLMSQALRKLTANIKNTNCLVVFINQIRMKIGVM.FG 220
NTDB id 48113 NMBM01240355 RS07620 WP 002223618.1 TLVRSGGIDMVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLTGHIKKTNTLVVFINQIRMKIGVM.FG 204
NTDB id 1130 NGFG RS03960 WP 003688695.1 TLVRSGGIDMVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLTGHIKKTNTLVVFINQIRMKIGVM.FG 204
NTDB id 1124 NGFG RS03960 WP 003688695.1 TLVRSGGIDMVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLTGHIKKTNTLVVFINQIRMKIGVM.FG 204
NTDB id 1123 OK783 RS03845 WP 003688695.1 TLVRSGGIDMVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLTGHIKKTNTLVVFINQIRMKIGVM.FG 204
NTDB id 1427 RS RS02760 WP 011000510.1 ALVRSGSVDLIVIDSVAALVPKAEIEGEMGDALPGLQARLMSQALRKLTGTIKRTNCLVIFINQIRMKIGVM.FG 212
NTDB id 1165 A1552VC RS01565 WP 000344154.1 ALARSGAVDVIVVDSVAALTPKAEIEGEMGDSHMGLQARMLSQAMRKLTGNLKQSNCMCIFINQIRMKIGVM.FG 203
NTDB id 1142 GTF74 RS11550 WP 000344154.1 ALARSGAVDVIVVDSVAALTPKAEIEGEMGDSHMGLQARMLSQAMRKLTGNLKQSNCMCIFINQIRMKIGVM.FG 203
NTDB id 1205 PSJM300 05545 AFN77183.1 MLVRSNAVDVIIVDSVAALVPKAEIEGEMGDAHVGLQARLMSQALRKITGNIKNANCLVIFINQIRMKIGVM.FG 203
NTDB id 1022 ACIAD RS06390 WP 004925639.1 MLVRSGAIDLIVVDSVAALTPKAEIEGEMGDSHMGLQARLMSQALRKITGNAKRSNCMVIFINQIRMKIGVM.FG 203
NTDB id 1074 ABD1 RS10195 WP 000344167.1 MLVRSGAIDLIVVDSVAALTPKAEIEGEMGDSHMGLQARLMSQALRKITGNAKRSNCMVIFINQIRMKIGVM.FG 203
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NTDB id 600 KW2 RS01765 WP 011675413.1 SPETTPGGRALKFYASVRLDVRGSTKIEEGS.GDNKTQIGKITKIKVVKNKVAPPFKVALVDIMFGEGISSTGEL 292
NTDB id 269 KZH43 RS08665 WP 001085462.1 NPETTPGGRALKFYASVRLDVRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGEL 291
NTDB id 228 SPD RS09265 WP 001085462.1 NPETTPGGRALKFYASVRLDVRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGEL 291
NTDB id 194 SPR RS08825 WP 001085462.1 NPETTPGGRALKFYASVRLDVRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGEL 291
NTDB id 159 SP RS09750 WP 001085462.1 NPETTPGGRALKFYASVRLDVRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGEL 291
NTDB id 499 SM12261 RS08315 WP 078228268.1 NPETTPGGRALKFYASVRLDVRGSTQIKGTG.DQKDTNVGKETKIKVVKNKVAPPFKEAFVEIMYGEGISKTGEL 291
NTDB id 527 SMSK321 RS11065 WP 001085454.1 NPETTPGGRALKFYASVRLDVRGSTQIKGTG.DQKDTNVGKETKIKVVKNKVAPPFKEAFVEIMYGEGISKTGEL 291
NTDB id 408 SMU RS09530 WP 002262392.1 NPETTPGGRALKFYSSVRLDVRGNTQIKGTG.EQKDSNIGKETKIKVVKNKVAPPFKEAFVEIIYGEGISRTGEL 291
NTDB id 453 Spy49 1753c ACI62003.1 NPETTPGGRALKFYASVRLDVRGTTQIKGTG.DQKDSSIGKETKIKVVKNKVAPPFKVAEVEIMYGEGISRTGEL 291
NTDB id 115 BSU 16940 NP 389576.2 NPETTPGGRALKFYSSVRLEVRRAEQLKQGN.....DVMGNKTKIKVVKNKVAPPFRTAEVDIMYGEGISKEGEI 272
NTDB id 625 LCA RS02525 WP 011374196.1 NPEVTPGGRALKFYSTVRLEVRRAETIKNGT.....DMIGNRARIKVVKNKVAPPFKVAEVDIMYGQGISRTGEL 274
NTDB id 1313 DR RS12030 WP 010888966.1 NPETTTGGRALKFYASVRLDVRKIGQ....PTKVGNDAVANTVKIKTVKNKVAAPFKEVELALVYGKGFDQLSDL 287
NTDB id 1245 Cj1673c YP 002345041.1 TPETTTGGNALKFYASVRLDVRKVAT....L.KQNEEPIGNRVKVKVVKNKVAPPFRQAEFDVMFGEGLSREGEL 274
NTDB id 1211 C694 RS00795 WP 000963128.1 SPETTTGGNALKFYASVRIDIRRIAS....L.KQNEQHIGNRAKAKVVKNKVAPPFREAEFDIMFGEGISKEGEI 276
NTDB id 1214 NCTC11637 00359 SQJ03206.1 SPETTTGGNALKFYASVRIDIRRIAA....L.KQNEQHIGNRAKAKVVKNKVAPPFREAEFDIMFGEGISKEGEI 276
NTDB id 1334 RA0C RS04870 WP 004918236.1 SPETTTGGNALKFYASVRIDIRRSLSDTGKIKDKSGEVIGNRTKVKVVKNKVAPPFKSAEFDIMYGEGVSKVGEI 287
NTDB id 1389 A4U84 RS07560 WP 021112712.1 NPETTTGGNALKFYASVRLDIRRCGV....V.KDGDEIIGSETKVKVVKNKVAPPFREVQFDIMYGEGISRMNEL 290
NTDB id 48113 NMBM01240355 RS07620 WP 002223618.1 SPETTTGGNALKFYSSVRLDIRRTGS....I.KKGEEVLGNETRVKVIKNKVAPPFRQAEFDILYGEGISWEGEL 274
NTDB id 1130 NGFG RS03960 WP 003688695.1 SPETTTGGNALKFYSSVRLDIRRTGS....I.KKGEEVLGNETRVKVIKNKVAPPFRQAEFDILYGEGISWEGEL 274
NTDB id 1124 NGFG RS03960 WP 003688695.1 SPETTTGGNALKFYSSVRLDIRRTGS....I.KKGEEVLGNETRVKVIKNKVAPPFRQAEFDILYGEGISWEGEL 274
NTDB id 1123 OK783 RS03845 WP 003688695.1 SPETTTGGNALKFYSSVRLDIRRTGS....I.KKGEEVLGNETRVKVIKNKVAPPFRQAEFDILYGEGISWEGEL 274
NTDB id 1427 RS RS02760 WP 011000510.1 SPETTTGGNALKFYASVRLDIRRIGS....I.KKGDEVVGNETKVKVVKNKVAPPFREAIFDILYGAGVSREGEI 282
NTDB id 1165 A1552VC RS01565 WP 000344154.1 NPETTTGGNALKFYASVRLDIRRTGA....I.KEGEEVVGNETRIKVVKNKIAAPFKEANTQIMYGQGFNREGEL 273
NTDB id 1142 GTF74 RS11550 WP 000344154.1 NPETTTGGNALKFYASVRLDIRRTGA....I.KEGEEVVGNETRIKVVKNKIAAPFKEANTQIMYGQGFNREGEL 273
NTDB id 1205 PSJM300 05545 AFN77183.1 SPETTTGGNALKFYASVRLDIRRTGA....V.KEGDEVVGSETRVKVVKNKVAPPFRQAEFQILYGKGIYRNGEI 273
NTDB id 1022 ACIAD RS06390 WP 004925639.1 SPETTTGGNALKFYASVRLDIRRIGQ....V.KEGDEIIGSETKVKVVKNKMAPPFREAIFQILYGKGVNQLGEL 273
NTDB id 1074 ABD1 RS10195 WP 000344167.1 SPETTTGGNALKFYASVRLDIRRIGQ....V.KEGDEIVGSETKVKVVKNKMAPPFKEAIFQILYGKGTNQLGEL 273
consensus !!*! !! !!!!!**!!***!* * ** ****!**!!!*!*!!* * ****!*!*** ***
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NTDB id 600 KW2 RS01765 WP 011675413.1 LNIAVEEGIIKKSGAWFAYNDEKIGQGAEKAKNYLKEHQDVFDEIDHKVRAAHGLLDDSEVAETEEETTASKTKA 367
NTDB id 269 KZH43 RS08665 WP 001085462.1 LKIASDLDIIKKAGAWYSYKDEKIGQGSENAKKYLAEHPEIFDEIDKQVRSKFGLIDGEEVSEQDTENKKDE... 363
NTDB id 228 SPD RS09265 WP 001085462.1 LKIASDLDIIKKAGAWYSYKDEKIGQGSENAKKYLAEHPEIFDEIDKQVRSKFGLIDGEEVSEQDTENKKDE... 363
NTDB id 194 SPR RS08825 WP 001085462.1 LKIASDLDIIKKAGAWYSYKDEKIGQGSENAKKYLAEHPEIFDEIDKQVRSKFGLIDGEEVSEQDTENKKDE... 363
NTDB id 159 SP RS09750 WP 001085462.1 LKIASDLDIIKKAGAWYSYKDEKIGQGSENAKKYLAEHPEIFDEIDKQVRSKFGLIDGEEVSEQDTENKKDE... 363
NTDB id 499 SM12261 RS08315 WP 078228268.1 LKIASDLDIIKKAGAWYSYKDEKIGQGSENAKKYLADNPEIFDEIDHQVRVQFGLIDGEEIAES....KKDE... 359
NTDB id 527 SMSK321 RS11065 WP 001085454.1 LKIASDLDIIKKAGAWYSYKDEKIGQGSENAKKYLADNPEVFAEIDHQVRVQFGLIDGEEAAES....KKDE... 359
NTDB id 408 SMU RS09530 WP 002262392.1 VKIASDLGIIQKAGAWYSYNGEKIGQGSENAKKFLADNPEIFDDIDHKVRVQYGLIEEDNTEEKQSSKEK..... 361
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NTDB id 115 BSU 16940 NP 389576.2 IDLGTELDIVQKSGSWYSYEEERLGQGRENAKQFLKENKDIMLMIQEQIREHYGLDNNGVVQQQAEETQEEL.EF 346
NTDB id 625 LCA RS02525 WP 011374196.1 VDMAVEKDIINKSGSWYSYGSERIGQGRENAKNYLADHEDVEDEVRLKVRAAYGISDVPEEDLPTTEDE.QI.NI 347
NTDB id 1313 DR RS12030 WP 010888966.1 VGLAADMDIIKKAGSFYSYGDERIGQGKEKTIAYIAERPEMEQEIRDRVMAAIRAGNAGEAPALAPAPAAPEAAE 362
NTDB id 1245 Cj1673c YP 002345041.1 IDYGVKLDIVDKSGAWFSYKDKKLGQGRENSKAFLKENPEIADEITKAIQNSMGIEGMI.....SGSEDDE..GE 342
NTDB id 1211 C694 RS00795 WP 000963128.1 IDYGVKLDIVDKSGAWLSYQDKKLGQGRENAKALLKEDKALADEITLKIKESIGSNEEI.....MPLPDEP..LE 344
NTDB id 1214 NCTC11637 00359 SQJ03206.1 IDYGVKLDIVDKSGAWLSYQDKKLGQGRENAKALLKEDKALADEITLKIKESIGSNEEI.....MPLPDEP..LE 344
NTDB id 1334 RA0C RS04870 WP 004918236.1 LDVATDLDIIQKSGSWFSYQDTKLGQGRDTVKELIKDNPELAEELEAKIREKLQAK................... 343
NTDB id 1389 A4U84 RS07560 WP 021112712.1 LILAEANGFIKKSGAWFSYDGTKIGQGKNNAVKWLKENPEIADKLEQEIRNTLASNPNS.....VLKATASDSND 360
NTDB id 48113 NMBM01240355 RS07620 WP 002223618.1 IDIGVKNDIINKSGAWYSYNGAKIGQGKDNVRVWLKENPEIADEIDAKIRALNGVEMHI.....TEGT......Q 338
NTDB id 1130 NGFG RS03960 WP 003688695.1 IDIGVKNDIINKSGAWYSYNGAKIGQGKDNVRVWLKENPEISDEIDAKIRALNGVEMHI.....TEGT......Q 338
NTDB id 1124 NGFG RS03960 WP 003688695.1 IDIGVKNDIINKSGAWYSYNGAKIGQGKDNVRVWLKENPEISDEIDAKIRALNGVEMHI.....TEGT......Q 338
NTDB id 1123 OK783 RS03845 WP 003688695.1 IDIGVKNDIINKSGAWYSYNGAKIGQGKDNVRVWLKENPEISDEIDAKIRALNGVEMHI.....TEGT......Q 338
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NTDB id 1074 ABD1 RS10195 WP 000344167.1 VDLAVQQDIVQKAGAWYSYQGNKIGQGKNNVIRYFEENNQIAEEIERNIREQLLTTGTN.....GAVQ.I.EDEE 341
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