
logo MRKQNTLTGIPTSDGQRGFSALF IVLMVMIVVAFLVVTAAQSYNTEQR I SANESDRKLALSLAEAALREGEFLQVLD
NTDB id 48106 NMBM01240355 RS04840 WP 014581931.1 MRKQNTLTGIPTSDGQRGFALFIVLMVMIVVAFLVVTAAQSYNTEQRISANESDRKLALSLAEAALREGELQVLD 75
NTDB id 1139 NGFG RS02435 WP 003687918.1 MRKQNTLTGIPTSDGQRGSALFIVLMVMIVVAFLVVTAAQSYNTEQRISANESDRKLALSLAEAALREGEFQVLD 75
consensus !!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!

logo LEYDTATDSKVTFSENCEGKGLCTAVNVRTNNNDGNEEAVFDGNIVVQGKTPTVEAVKRSCPTAKSGKNSTGNLC IDNKQGTVEYEK
NTDB id 48106 NMBM01240355 RS04840 WP 014581931.1 LEYDTDSKVTFSENCGKGLCTAVNVRTNN.DNEEAFDNIVVQGKPTVEAVKRSCTA....NSTNLCIDNKGTEYK 145
NTDB id 1139 NGFG RS02435 WP 003687918.1 LEYTADSKVTFSENCEKGLCTAVNVRTNNNGNEEVFGNIVVQGTPTVEAVKRSCPAKSGKNSTGLCIDNQGVEYE 150
consensus !!! !!!!!!!!!! !!!!!!!!!!!!!* !!! ! !!!!!! !!!!!!!!!!*!****!!! !!!!! ! !!

logo KGTGQNSVSKMPRYI I EYLGEVKNGNEQNI
VYRVTAKAWGKNANTVVVLQSYVGSNNDEQ

NTDB id 48106 NMBM01240355 RS04840 WP 014581931.1 KGTQSVSKMPRYIIEYLGVKNGENVYRVTAKAWGKNANTVVVLQSYVSNNDE. 197
NTDB id 1139 NGFG RS02435 WP 003687918.1 KGTGNVSKMPRYIIEYLGEKNNQNIYRVTAKAWGKNANTVVVLQSYVGNNDEQ 203
consensus !!! !!!!!!!!!!!!! !! !*!!!!!!!!!!!!!!!!!!!!!! !!!!*
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