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NTDB id 1094 KZH42 RS01320 WP 002224767.1 MTEDERFAWLQLAFTPYIGAESFLLLMRRFGSAQNALSAPAEQVAALIRHKQALEAWRNAEKRALARQAAEAALE 75
NTDB id 1089 NMB RS00600 WP 002224767.1 MTEDERFAWLQLAFTPYIGAESFLLLMRRFGSAQNALSAPAEQVAALIRHKQALEAWRNAEKRALARQAAEAALE 75
NTDB id 48087 NMBM01240355 RS00665 WP 014581710.1 MTEDERFAWLQLAFTPYIGAESFLLLLRRFGSASNALSAPAEQVAPAVRHKQAAEAWRNAEKRALARQAAEAALE 75
NTDB id 1122 OK783 RS09595 WP 003705341.1 MTEDERFAWLQLAFTPYIGAESFLLLMRSFGSAQNALSAPAEQVAPAVRHKHALEAWRNAEKRALARQAAEAALE 75
NTDB id 1120 NGFG RS10355 WP 020997408.1 MTEDERFAWLQLAFTPYIGAESFLLLMRSFGSAQNALSAPAEQVAPAVRHKHALEAWRNAEKRALARQAAEAALE 75
NTDB id 1388 A4U84 RS04945 WP 062924099.1 ..MTHLTKLLALLQVPQLGAQRIGRLLSEVDFGEFCQYDKTA.LKQMGWNERQIQRWFNPE.....HKWIDQALQ 67
NTDB id 1152 A1552VC RS00200 WP 000654772.1 MKDQDLAAWLALCFTPKLGSKTISHLLATRLPAQLQSFTPKQ.WLACGLKPEQLVFLTTQA.....AKQAEQCLQ 69
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NTDB id 1094 KZH42 RS01320 WP 002224767.1 WEMRDGC.RLMLLQDEDFPEMLTQGLTAPPVLFLRGNVQLLHKPSAAIVGSRHATPQAMRIAKDFGKSLGGKGIP 149
NTDB id 1089 NMB RS00600 WP 002224767.1 WEMRDGC.RLMLLQDEDFPEMLTQGLTAPPVLFLRGNVQLLHKPSAAIVGSRHATPQAMRIAKDFGKSLGGKGIP 149
NTDB id 48087 NMBM01240355 RS00665 WP 014581710.1 WEMRDGC.RLMLLQDEDFPEMLTQGLTAPPVLFLRGNVRLLHKPSAAIVGSRHATPQAMRIAKDFGKSLGGQNIP 149
NTDB id 1122 OK783 RS09595 WP 003705341.1 WEMRDGC.RLMLLQDEDFPEMLTQGLTAPPVLFLRGNVRLLHKPSAAIVGSRHATPQAMRIAKDFGRALGGKGIP 149
NTDB id 1120 NGFG RS10355 WP 020997408.1 WEMRDGC.RLMLLQDEDFPEMLTQGLTAPPVLFLRGNVRLLHKPSAAIVGSRHATPQAMRIAKDFGRALGGKGIP 149
NTDB id 1388 A4U84 RS04945 WP 062924099.1 WAEQDQ.QQILTLFDEDYPFLLKQISTAPPVLFVRGNVESLSLPQIAIVGSRDYSHYGEHWAGHFSAELVKHQLA 141
NTDB id 1152 A1552VC RS00200 WP 000654772.1 WRSAANNRYIVTPHCPLYPRLLKEINSSPPVLFIEGIWEAVHDPAVAIVGSRNASVDGRQIARQFATELAQSGLV 144
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NTDB id 1094 KZH42 RS01320 WP 002224767.1 VVSGMASGIDTAAHQGALQAEGGTIAVWGTGIDRIYPPVNKNLAYEIAE.KGLIVSEFPIGTRPYAGNFPRRNRL 223
NTDB id 1089 NMB RS00600 WP 002224767.1 VVSGMASGIDTAAHQGALQAEGGTIAVWGTGIDRIYPPVNKNLAYEIAE.KGLIVSEFPIGTRPYAGNFPRRNRL 223
NTDB id 48087 NMBM01240355 RS00665 WP 014581710.1 VVSGMASGIDTAAHQGALEAEGGTIAVWGTGIDRIYPPSNKNLAYEIAE.KGLIVSEFPIGTRPYAGNFPRRNRL 223
NTDB id 1122 OK783 RS09595 WP 003705341.1 TVSGMASGIDTAAHQGALEAEGGTVAVWGTGIDRIYPPANKNLAYEIAE.KGLIVSEFPIGTRPYAGNFPRRNRL 223
NTDB id 1120 NGFG RS10355 WP 020997408.1 TVSGMASGIDTAAHQGALEAEGGTIAVWGTGIDRIYPPANKNLAYEIAE.KGLIVSEFPIGTRPYAGNFPRRNRL 223
NTDB id 1388 A4U84 RS04945 WP 062924099.1 VTSGLAIGIDGFCHQRAANENGITIAVLGSGLDQVYPARHKKLAEQIVETSGALVSEFFPSQPPIAENFPRRNRI 216
NTDB id 1152 A1552VC RS00200 WP 000654772.1 VTSGLALGIDGYAHDGALQAQGQTVAVLGSGLAQVYPKQHQGLAERIIA.QGALVSEFAPHTPPKADHFPRRNRI 218
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N
NTDB id 1094 KZH42 RS01320 WP 002224767.1 IAALSQVTLVVEAALESGSLITARLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLVECLDDILNECPGLLQN 298
NTDB id 1089 NMB RS00600 WP 002224767.1 IAALSQVTLVVEAALESGSLITARLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLVECLDDILNECPGLLQN 298
NTDB id 48087 NMBM01240355 RS00665 WP 014581710.1 IAALSQVTLVVEAALESGSLITAGLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLTECLDDILNECPGLLQN 298
NTDB id 1122 OK783 RS09595 WP 003705341.1 IAALSQVTLVVEAALESGSLITAGLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLTECLDDILNECPGLLQN 298
NTDB id 1120 NGFG RS10355 WP 020997408.1 IAALSQVTLVVEAALESGSLITAGLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLTECLDDILNECPGLLQN 298
NTDB id 1388 A4U84 RS04945 WP 062924099.1 ISGLSLGTLVIEATVNSGSLITARYALEQGREVFALPNSVQNPYSEGCHKLIKEGALLVENVEDILE....AIAW 287
NTDB id 1152 A1552VC RS00200 WP 000654772.1 ISGLSLGVVVVEAAEKSGSLITARYAAEQGREVFVVPGSIFNAASQGSNQLIRQGACLVQSVQQIHQELKNALTW 293
consensus !**!!****!*!!***!!!!!!!**!*!*!!!!***!*!**!**!*!***!!**!!*!******!**********
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NTDB id 1094 KZH42 RS01320 WP 002224767.1 TGASSYSINKGIPEKRITAVQTASDQLSLPEGKMPSEKTENRPVGGSILDRMGFDPVHPDVLAGQLAMPAADLYA 373
NTDB id 1089 NMB RS00600 WP 002224767.1 TGASSYSINKGIPEKRITAVQTASDQLSLPEGKMPSEKTENRPVGGSILDRMGFDPVHPDVLAGQLAMPAADLYA 373
NTDB id 48087 NMBM01240355 RS00665 WP 014581710.1 TGASSYSINKDTPDTGSRAVQTAY..APPPAAKMPSEGAAGGTAVGGILDKMGFDPIHPDVLAGQLAMPAADLYA 371
NTDB id 1122 OK783 RS09595 WP 003705341.1 TGASSYSINKDTPDTGRRAVQTAY..APPPAAKMPSEGAAGGTAVGGILDKMGFDPVHPDVLAGQLAMPAADLYA 371
NTDB id 1120 NGFG RS10355 WP 020997408.1 TGASSYSINKDTPDTGRRTVQTAY..APPPAAKMPSEGAAGGTAVGGILDKMGFDPIHPDVLAGQLAMPAADLYA 371
NTDB id 1388 A4U84 RS04945 WP 062924099.1 QRQS.VHIQPSLF....DT...KPKQAVKSEPKFAKNLPELTACQQQLFEQISLEPISVDDLAKATDMAVETALI 354
NTDB id 1152 A1552VC RS00200 WP 000654772.1 SLSEQVPYQATLF....SA...VQ.....SDE.........ELPFPELLANVGIEATPIDILASRTQIPVQDIMM 347
consensus ********** *** ***** * ******** * ************!*!!************
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NTDB id 1094 KZH42 RS01320 WP 002224767.1 ALLELELDGSVAAMPGGRYQRIRT 397
NTDB id 1089 NMB RS00600 WP 002224767.1 ALLELELDGSVAAMPGGRYQRIRT 397
NTDB id 48087 NMBM01240355 RS00665 WP 014581710.1 ALLELELDGSVAAMPGGRYQRIRT 395
NTDB id 1122 OK783 RS09595 WP 003705341.1 ALLELELDGSVAAMPGGRYQRIRT 395
NTDB id 1120 NGFG RS10355 WP 020997408.1 ALLELELDGSVAAMPGGRYQRIRT 395
NTDB id 1388 A4U84 RS04945 WP 062924099.1 ELLNLELLGVVKQVRGGYVIT... 375
NTDB id 1152 A1552VC RS00200 WP 000654772.1 QLLELELLGHVVAVPGGYIRKGRG 371
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