
logo MNTLQKGFTL I ELMIV IA IVGI LAAVAMLPTARYLQDSYRTLARRAGQNVDSEAI LLAEGQKSAVTEYYLNHGKIWPEGKDGNNSTDSAGVAS
NTDB id 48083 NMBM01240355 RS00100 WP 220186514.1 ...........................MPTRLDSRL.RGNDEAILLAEGQKSAVTEYYLNHGIWPGGNSDAGVAS 47
NTDB id 1109 OK783 RS10670 WP 157147416.1 MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGIWPKDNTSAGVAS 75
NTDB id 1119 NGFG RS11465 WP 017147169.1 MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGKWPENNTSAGVAS 75
consensus ****************************!***!********!!!!!!!!!!!!!!!!!!!!!*!! !**!!!!!
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TIKGKYVKQEKVEVAKKNGVVTAQTMALSTSGVNNKE IQKDGKKLSLWGARKREQDNGSVKWFCGLQPVETRATADGPDDNTDTTNDDVKADVADTDTVAADK

NTDB id 48083 NMBM01240355 RS00100 WP 220186514.1 S.STIKGKYVQKVEVKNGVVTATMLSSGVNKEIKGKKLSLWAKRQNGSVKWFCGLPVERTAPTTTNDDVKADTAA 121
NTDB id 1109 OK783 RS10670 WP 157147416.1 A.STIKGKYVQKVEVAKGVVTAQMASTGVNKEIQDKKLSLWAKRQDGSVKWFCGQPVTRTGDND......DTVAD 143
NTDB id 1119 NGFG RS11465 WP 017147169.1 PPTDIKGKYVKEVEVKNGVVTATMLSSGVNNEIKGKKLSLWGRRENGSVKWFCGQPVTRADDDT......VADAK 144
consensus **!!!!!!**!!!**!!!!!*!*!*!!!*!!**!!!!!!**!**!!!!!!!!*!!*!*** * !
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NTDB id 48083 NMBM01240355 RS00100 WP 220186514.1 NGKQIDTKHLPSTASTRKSTPN 143
NTDB id 1109 OK783 RS10670 WP 157147416.1 ANNAIDTKHLPSTCRDESSAT. 164
NTDB id 1119 NGFG RS11465 WP 017147169.1 DGKEIDTKHLPSTCRDKASDAK 166
consensus ** !!!!!!!!!**** !
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