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NTDB id 1119 NGFG RS11465 WP 017147169.1 .MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGKWPENNTSAG.. 72
NTDB id 48082 NMBM01240355 RS00095 WP 014581673.1 .MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGEWPGGNSDAG.. 72
NTDB id 1109 OK783 RS10670 WP 157147416.1 .MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGIWPKDNTSAG.. 72
NTDB id 1191 AAC28468.1 484..945( ) MLKKVQKGFTLIELMIVIAIIGILAAIALPAYQDYTARAQATEGFKATAGLQTDLGAWRADRGSFPNAAALVAGN 75
NTDB id 1188 NELON RS01755 WP 003772458.1 .MKAMQKGFTLIELMIVIAIIGILAAIALPAYQDYTVRSKVSEALIAASSPKSALSEAFQTDGITGMTAAAKAFN 74
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ...MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATG.. 70
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ..MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTPSTA.. 71
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NTDB id 1119 NGFG RS11465 WP 017147169.1 ................VASPPTDIKGKYVKEVEV....KNGVVTATMLS...SGVNNEIKGKKLSLW........ 116
NTDB id 48082 NMBM01240355 RS00095 WP 014581673.1 ................VASS.STIKGKYVQSVTV....ANGVITAQMAS...SGVNKEIQGKKLSLW........ 115
NTDB id 1109 OK783 RS10670 WP 157147416.1 ................VASA.STIKGKYVQKVEV....AKGVVTAQMAS...TGVNKEIQDKKLSLW........ 115
NTDB id 1191 AAC28468.1 484..945( ) VIFDSANGLD...............GKYFAPGGVTVTPDTGAINIAFDAGA.......NAGKTMTITPTV..... 123
NTDB id 1188 NELON RS01755 WP 003772458.1 KTAAAGGGAGGAAAAGTQH.....ASKYVKSVKV.TEASPWDITVAISATEANGIPTGLDGNTIRLFPLVNKAVP 143
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ..........YV.........SPAATPNVQSIAI.G..ANGVITITYTA.A.......AGGGTIIM.......TP 108
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ..........GSSCVGVQEISASNATTNVATATC.GASSAGQIIVTMDTTK.......AKGANITL.......TP 121
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NTDB id 1119 NGFG RS11465 WP 017147169.1 GRRENGSVKWFCGQPVTRADDDTV......ADAKDGKEIDTKHLPSTCRDKASDAK 166
NTDB id 48082 NMBM01240355 RS00095 WP 014581673.1 AKRQNGSVKWFCGQPVTRTAPTTTNDDVKADTAANGKQIDTKHLPSTCRDASSAS. 170
NTDB id 1109 OK783 RS10670 WP 157147416.1 AKRQDGSVKWFCGQPVTRTGDND...D...TVADANNAIDTKHLPSTCRDESSAT. 164
NTDB id 1191 AAC28468.1 484..945( ) IAASGQISTWTCAPGAANG...................IETRRLPTSCQ*...... 153
NTDB id 1188 NELON RS01755 WP 003772458.1 AATSTGAIDWACASAAKETADKRFGT....GSGVAVGTLPAKYAPSECK....... 188
NTDB id 1258 GCO85 RS09745 WP 014844212.1 TLQANGDVTWTCTG......................GTLLAKYRPASCRP...... 136
NTDB id 1002 ACIAD RS15100 WP 004923779.1 .TYASGAVTWKCTT......................TS.DKKYVPSECRG...... 147
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