
logo MNTKLTKI I SGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKE IVNPTGFVTSSPAR IALDFEQTGI SMDQQVL
NTDB id 48070 NMBH4476 RS09750 WP 009348000.1 MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFVTSSPARIALDFEQTGISMDQQVL 80
NTDB id 1100 NMB RS09455 WP 002225652.1 MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFVTSSPARIALDFEQTGISMDQQVL 80
NTDB id 1092 CAD91899.1 1..2286( ) MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFVTSSPARIALDFEQTGISMDQQVL 80
NTDB id 1115 OK783 RS00485 WP 003698035.1 MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFVTSSPARIALDFEQTGISMDQQVL 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo EYADPLLSKI SAAQNSSRARLVLNLNKPGQYNTEVRGNKVWI F INESDDTVSAPARPAVKAAPAAPAKQQAAAPSTKSAV
NTDB id 48070 NMBH4476 RS09750 WP 009348000.1 EYADPLLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQAAAPSTKSAV 160
NTDB id 1100 NMB RS09455 WP 002225652.1 EYADPLLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQAAAPSTKSAV 160
NTDB id 1092 CAD91899.1 1..2286( ) EYADPLLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQAAAPSTKSAV 160
NTDB id 1115 OK783 RS00485 WP 003698035.1 EYADPLLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQA......... 151
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*********

logo SVSEPFTPAKQQAAAPFTESVVSVSAPFSPAKQQAAASAKQQTAAAPAKQQAAAPAKQQAAAPAKQQAAASPAKQTNIDFRK
NTDB id 48070 NMBH4476 RS09750 WP 009348000.1 SVSEPFTPAKQQAAAPFTESVVSVSAPFSPAKQQAAASAKQQAAAPAKQQAAAPAKQQAAAPAKQQAAAPAKQTNIDFRK 240
NTDB id 1100 NMB RS09455 WP 002225652.1 SVSEPFTPAKQQAAAPFTESVVSVSAPFSPAKQQAAASAKQQAAAPAKQ........QAAAPAKQQAAAPAKQTNIDFRK 232
NTDB id 1092 CAD91899.1 1..2286( ) SVSEPFTPAKQQAAAPFTESVVSVSAPFSPAKQQAAASAKQQTA................APAKQQAAAPAKQTNIDFRK 224
NTDB id 1115 OK783 RS00485 WP 003698035.1 .............AAPFTESVVSVSAPFSPAKQQA................................AASAKQTNIDFRK 186
consensus *************!!!!!!!!!!!!!!!!!!!!!!************** **********!!*!!!!!!!!!!

logo DGKNAGI I ELAALGFAGQPDI SQQHDHI IVTLKNHTLPTATLQRSLDVADFKTPVQKVTLKRLNNDTQL I ITTTAGNWELVN
NTDB id 48070 NMBH4476 RS09750 WP 009348000.1 DGKNAGIIELAALGFAGQPDISQQHDHIIVTLKNHTLPTTLQRSLDVADFKTPVQKVTLKRLNNDTQLIITTAGNWELVN 320
NTDB id 1100 NMB RS09455 WP 002225652.1 DGKNAGIIELAALGFAGQPDISQQHDHIIVTLKNHTLPTTLQRSLDVADFKTPVQKVTLKRLNNDTQLIITTAGNWELVN 312
NTDB id 1092 CAD91899.1 1..2286( ) DGKNAGIIELAALGFAGQPDISQQHDHIIVTLKNHTLPTTLQRSLDVADFKTPVQKVTLKRLNNDTQLIITTAGNWELVN 304
NTDB id 1115 OK783 RS00485 WP 003698035.1 DGKNAGIIELAALGFAGQPDISQQHDHIIVTLKNHTLPTALQRSLDVADFKTPVQKVTLKRLNNDTQLIITTTGNWELVN 266
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!

logo KSAAPGYFTFQVLPKKQNLESGGVNNAPKTFTGRKI SLDFQDVE IRTI LQI LAKESGMNIVASDSVSNGKMTLSLKDVPWD
NTDB id 48070 NMBH4476 RS09750 WP 009348000.1 KSAAPGYFTFQVLPKKQNLESGGVNNAPKTFTGRKISLDFQDVEIRTILQILAKESGMNIVASDSVNGKMTLSLKDVPWD 400
NTDB id 1100 NMB RS09455 WP 002225652.1 KSAAPGYFTFQVLPKKQNLESGGVNNAPKTFTGRKISLDFQDVEIRTILQILAKESGMNIVASDSVNGKMTLSLKDVPWD 392
NTDB id 1092 CAD91899.1 1..2286( ) KSAAPGYFTFQVLPKKQNLESGGVNNAPKTFTGRKISLDFQDVEIRTILQILAKESGMNIVASDSVNGKMTLSLKDVPWD 384
NTDB id 1115 OK783 RS00485 WP 003698035.1 KSAAPGYFTFQVLPKKQNLESGGVNNAPKTFTGRKISLDFQDVEIRTILQILAKESGMNIVASDSVSGKMTLSLKDVPWD 346
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!

logo QALDLVMQARNLDMRQQGNIVNIAPRDELLAKDKAFLLQAEKDIADLGALYSQNFQLKYKNVEEFRS I LARLDNADTTGNRN
NTDB id 48070 NMBH4476 RS09750 WP 009348000.1 QALDLVMQARNLDMRQQGNIVNIAPRDELLAKDKALLQAEKDIADLGALYSQNFQLKYKNVEEFRSILRLDNADTTGNRN 480
NTDB id 1100 NMB RS09455 WP 002225652.1 QALDLVMQARNLDMRQQGNIVNIAPRDELLAKDKALLQAEKDIADLGALYSQNFQLKYKNVEEFRSILRLDNADTTGNRN 472
NTDB id 1092 CAD91899.1 1..2286( ) QALDLVMQARNLDMRQQGNIVNIAPRDELLAKDKAFLQAEKDIADLGALYSQNFQLKYKNVEEFRSILALDNADTTGNRN 464
NTDB id 1115 OK783 RS00485 WP 003698035.1 QALDLVMQARNLDMRQQGNIVNIAPRDELLAKDKAFLQAEKDIADLGALYSQNFQLKYKNVEEFRSILRLDNADTTGNRN 426
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!



logo TL IVSGRGSVL IDPATNTL IVTDTRSVI EKFRKL IDELDVPAQQVMIEAR IVEAADGFSRDLGVKFGATGRKKKLKNEDTSAF
NTDB id 48070 NMBH4476 RS09750 WP 009348000.1 TLISGRGSVLIDPATNTLIVTDTRSVIEKFRKLIDELDVPAQQVMIEARIVEAADGFSRDLGVKFGATGKKKLKNDTSAF 560
NTDB id 1100 NMB RS09455 WP 002225652.1 TLISGRGSVLIDPATNTLIVTDTRSVIEKFRKLIDELDVPAQQVMIEARIVEAADGFSRDLGVKFGATGKKKLKNDTSAF 552
NTDB id 1092 CAD91899.1 1..2286( ) TLVSGRGSVLIDPATNTLIVTDTRSVIEKFRKLIDELDVPAQQVMIEARIVEAADGFSRDLGVKFGATGKKKLKNDTSAF 544
NTDB id 1115 OK783 RS00485 WP 003698035.1 TLVSGRGSVLIDPATNTLIVTDTRSVIEKFRKLIDELDVPAQQVMIEARIVEAADGFSRDLGVKFGATGRKKLKNETSAF 506
consensus !!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!*!!!!

logo GWGVNSGFGGGDDKWEGAQETKINLPVIATAAANS I SLVRAI SSGALNLELSASESLSKPTKTLANPRVLTQNRKEAKI ESGYE IP
NTDB id 48070 NMBH4476 RS09750 WP 009348000.1 GWGVNSGFGGDDKWGAETKINLPITAAANSISLVRAISSGALNLELSASESLSKTKTLANPRVLTQNRKEAKIESGYEIP 640
NTDB id 1100 NMB RS09455 WP 002225652.1 GWGVNSGFGGDDKWGAETKINLPITAAANSISLVRAISSGALNLELSASESLSKTKTLANPRVLTQNRKEAKIESGYEIP 632
NTDB id 1092 CAD91899.1 1..2286( ) GWGVNSGFGGDDKWGAETKINLPITAAANSISLVRAISSGALNLELSASESLSKPKTLANPRVLTQNRKEAKIESGYEIP 624
NTDB id 1115 OK783 RS00485 WP 003698035.1 GWGVNSGFGGGDKWEAQTKINLPVAAAANSISLVRAISSGALNLELSASESLSKTKTLANPRVLTQNRKEAKIESGYEIP 586
consensus !!!!!!!!!!*!!!*!*!!!!!!**!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!

logo FTVTTSAI SAGNGGNSSTNTELKKAVLGLTVTPNITPDGQI IMTVKINKDSPAQCASGNNQTI LC I STKSNLNTQAMVENGGTL IVG
NTDB id 48070 NMBH4476 RS09750 WP 009348000.1 FTVTSIANGGSSTNTELKKAVLGLTVTPNITPDGQIIMTVKINKDSPAQCASGNQTILCISTKNLNTQAMVENGGTLIVG 720
NTDB id 1100 NMB RS09455 WP 002225652.1 FTVTSIANGGSSTNTELKKAVLGLTVTPNITPDGQIIMTVKINKDSPAQCASGNQTILCISTKNLNTQAMVENGGTLIVG 712
NTDB id 1092 CAD91899.1 1..2286( ) FTVTSIANGGSSTNTELKKAVLGLTVTPNITPDGQIIMTVKINKDSPAQCASGNQTILCISTKNLNTQAMVENGGTLIVG 704
NTDB id 1115 OK783 RS00485 WP 003698035.1 FTVTTASGGGNSTNTELKKAVLGLTVTPNITPDGQIIMTVKINKDSPAQCASGNNTILCISTKSLNTQAMVENGGTLIVG 666
consensus !!!!****!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!*!!!!!!!!!!!!!!!!
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logo GIYEENDNGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRELL I F ITPR I IMDGTAGNSLRYO
NTDB id 48070 NMBH4476 RS09750 WP 009348000.1 GIYEEDNGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRELLIFITPRIMGTAGNSLRY. 777
NTDB id 1100 NMB RS09455 WP 002225652.1 GIYEEDNGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRELLIFITPRIMGTAGNSLRY. 769
NTDB id 1092 CAD91899.1 1..2286( ) GIYEEDNGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRELLIFITPRIMGTAGNSLRY* 761
NTDB id 1115 OK783 RS00485 WP 003698035.1 GIYEENNGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRELLIFITPRIIDTAGNSLRY. 723
consensus !!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!**!!!!!!!!
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