logo

NTDB
NTDB
NTDB
NTDB

id 1115 OK783 RS00485 WP 003698035.1
id 1100 NMB RS09455 WP 002225652.1

id 48021 NMBM04240196 RS09795 WP 014581547.

id 1092 CAD91899.1 1..2286( )

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1115 OK783 RS00485 WP 003698035.1
id 1100 NMB RS09455 WP 002225652.1

id 48021 NMBM04240196 RS09795 WP 014581547.

id 1092 CAD91899.1 1..2286( )

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1115 OK783 RS00485 WP 003698035.1
id 1100 NMB RS09455 WP 002225652.1

id 48021 NMBM04240196 RS09795 WP 014581547.

id 1092 CAD91899.1 1..2286( )

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1115 OK783 RS00485 WP 003698035.1
id 1100 NMB RS09455 WP 002225652.1

id 48021 NMBM04240196 RS09795 WP 014581547.

id 1092 CAD91899.1 1..2286( )

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1115 OK783 RS00485 WP 003698035.1
id 1100 NMB RS09455 WP 002225652.1

id 48021 NMBM04240196 RS09795 WP 014581547.

id 1092 CAD91899.1 1..2286( )

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1115 OK783 RS00485 WP 003698035.1
id 1100 NMB RS09455 WP 002225652.1

id 48021 NMBM04240196 RS09795 WP 014581547.

id 1092 CAD91899.1 1..2286( )

consensus

I

NS

I

(ML

Il

ITATYA

H

|

MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFVTSSPARIALDFEQTGISM
MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFVTSSPARIALDFEQTGISM

MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFVTSSPARIALDFEQTGISM

MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFVTSSPARIALDFEQTGISM
PEL b b bbb et

N LA TR )

DQQVLEYADPLLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQ
DQQVLEYADPLLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQ
DQQVLEYADPLLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQ
DQQVLEYADPLLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQ

AAAPSTKSAVSVSEPFTPAKQQAAAPFTESVVSVSAPFSPKQQAAASAKQQTA
AAAPSTKSAVSVSEPFTPAKQQAAAPFTESVVSVSAPFSPAKQQAAASAKQQTA

A R O

TNIDFRKDGKNAGIIELAALGFAGQPDISQQHDHIIVTLKNHTLPTTLQRSLDVADFKTPVQKVTLKRLNNDTQL
TNIDFRKDGKNAGIIELAALGFAGQPDISQQHDHIIVTLKNHTLPTTLQRSLDVADFKTPVQKVTLKRLNNDTQL
TNIDFRKDGKNAGITIELAALGFAGQPDISQQHDHIIVTLKNHTLPTTLQRSLDVADFKTPVQKVTLKRLNNDTQL

T LA FTRDLARILEY R ATE LN LA A

ITITTWGNWELVNKSAAPGYFTFQVLPKKQONLESGGVNNAPKTFTGRKISLDFQDVEIRTILQILAKESGMNIVAS
IITTAGNWELVNKSAAPGYFTFQVLPKKQNLESGGVNNAPKTFTGRKISLDFQDVEIRTILQILAKESGMNIVAS
IITTAGNWELVNKSAAPGYFTFQVLPKKONLESGGVNNAPKTFTGRKISLDFQDVEIRTILQILAKESGMNIVAS
IITTAGNWELVNKSAAPGYFTFQVLPKKQNLESGGVNNAPKTFTGRKISLDFQDVEIRTILQILAKESGMNIVAS

00K TELO TR LD R AR L ALTIELY

DSVRIGKMTLSLKDVPWDQALDLVMQARNLDMRQQGNIVNIAPRDELLAKDKAFLQAEKDIADLGALYSQNFQLKY]
DSVNGKMTLSLKDVPWDQALDLVMQARNLDMRQQGNIVNIAPRDELLAKDKAMLQAEKDIADLGALYSQNFQLKY|

kkkkkkk | x|

DSVNGKMTLSLKDVPWDQALDLVMQARNLDMRQQGNIVNIAPRDELLAKDKAFLQAEKDIADLGALYSQNFQLKY]
DSVNGKMTLSLKDVPWDQALDLVMQARNLDMRQQGNIVNIAPRDELLAKDKAFLQAEKDIADLGALYSQNFQLKY

150
150
150
150

179
225
217
217

254
300
292
292

329
375
367
367

404
450
442
442



logo

NTDB id 1115 OK783 RS00485 WP 003698035.1

NTDB id 1100 NMB RS09455 WP 002225652.1

NTDB id 48021 NMBM04240196 RS09795 WP 014581547.1
NTDB id 1092 CAD91899.1 1..2286( )

consensus

logo

NTDB id 1115 OK783 RS00485 WP 003698035.1

NTDB id 1100 NMB RS09455 WP 002225652.1

NTDB id 48021 NMBM04240196 RS09795 WP 014581547.1
NTDB id 1092 CAD91899.1 1..2286( )

consensus

logo

NTDB id 1115 OK783 RS00485 WP 003698035.1

NTDB id 1100 NMB RS09455 WP 002225652.1

NTDB id 48021 NMBM04240196 RS09795 WP 014581547.1
NTDB id 1092 CAD91899.1 1..2286( )

consensus

logo

NTDB id 1115 0K783 RS00485 WP 003698035.1

NTDB id 1100 NMB RS09455 WP 002225652.1

NTDB id 48021 NMBM04240196 RS09795 WP 014581547.1
NTDB id 1092 CAD91899.1 1..2286( )

consensus

<0

logo

NTDB id 1115 OK783 RS00485 WP 003698035.1

NTDB id 1100 NMB RS09455 WP 002225652.1

NTDB id 48021 NMBM04240196 RS09795 WP 014581547.1
NTDB id 1092 CAD91899.1 1..2286( )

consensus

b

Ll I

)

i

S0

iy

AT

LAY

ADGFSRDLGVKFGATGKKKLKNDTSAFGWGVNSGFGGDDKWGAETKINLPITAAANSISLVRAISSGALNLELSA
ADGFSRDLGVKFGATGKKKLKNDTSAFGWGVNSGFGGDDKWGAETKINLPITAAANSISLVRAISSGALNLELSA
ADGFSRDLGVKFGATGKKKLKNDTSAFGWGVNSGFGGDDKWGAETKINLPITAAANSISLVRAISSGALNLELSA

DLAMAILREA )

050541 TP AT

KDSPAQCASGNQTILCISTKNLNTQAMVENGGTLIVGGIYEEDNGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRE
KDSPAQCASGNQTILCISTKNLNTQAMVENGGTLIVGGIYEEDNGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRE
KDSPAQCASGNQTILCISTKNLNTQAMVENGGTLIVGGIYEEDNGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRE

LRI

723
769
761
761

X non conserved
B similar
>507% conserved

479
525
517
517

554
600
592
592

629
675
667
667

704
750
742
742



