
logo MMSPETQRKQLKITDVSAKKLDKLNLHTAWDLVLHLPLRYEDETHIMP IKDAP IGVPCQVEGEVIHQEVTFKPRKQ
NTDB id 48018 NMBM04240196 RS09605 WP 014581543.1 MMSPETQKQLKITDVSAKKLDKLNLHTAWDLVLHLPLRYEDETHIMPIKDAPIGVPCQVEGEVIHQEVTFKPRKQ 75
NTDB id 1095 KZH42 RS10215 WP 002225638.1 MMSPETRKQLKITDVSAKKLDKLNLHTAWDLVLHLPLRYEDETHIMPIKDAPIGVPCQVEGEVIHQEVTFKPRKQ 75
consensus !!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo L IVQIADGSGSVLFLRF IHFYASHQKQTAVGKR IRAVGE IKHGFYGDEMIHPKIRDAEGGGLAESLTPVYPTVNG
NTDB id 48018 NMBM04240196 RS09605 WP 014581543.1 LIVQIADGSGSVLFLRFIHFYASHQKQTAVGKRIRAVGEIKHGFYGDEMIHPKIRDAEGGGLAESLTPVYPTVNG 150
NTDB id 1095 KZH42 RS10215 WP 002225638.1 LIVQIADGSGSVLFLRFIHFYASHQKQTAVGKRIRAVGEIKHGFYGDEMIHPKIRDAEGGGLAESLTPVYPTVNG 150
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LNQPTLRR I IQTALDVTPLHDTLPDALLCRLKLPHLAESLRLLHLSPPPSFTIHQLSDGTLPAWQRLKFDELLAQQ
NTDB id 48018 NMBM04240196 RS09605 WP 014581543.1 LNQPTLRRIIQTALDVTPLHDTLPDALLCRLKLPHLAESLRLLHLPPPSFTIHQLSDGTLPAWQRLKFDELLAQQ 225
NTDB id 1095 KZH42 RS10215 WP 002225638.1 LNQPTLRRIIQTALDVTPLHDTLPDALLCRLKLPHLAESLRLLHSPPPSFTIHQLSDGTLPAWQRLKFDELLAQQ 225
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LSMRLARQKRIGGTAAALGGDGTLTQALRQALPFALTDAQEKVVSE ICRDMAQTYPMHRLLQGDVGSGKTIVAAL
NTDB id 48018 NMBM04240196 RS09605 WP 014581543.1 LSMRLARQKRIGGTAAALGGDGTLTQALRQALPFALTDAQEKVVSEICRDMAQTYPMHRLLQGDVGSGKTIVAAL 300
NTDB id 1095 KZH42 RS10215 WP 002225638.1 LSMRLARQKRIGGTAAALGGDGTLTQALRQALPFALTDAQEKVVSEICRDMAQTYPMHRLLQGDVGSGKTIVAAL 300
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SALTAI ESGAQVAVMAPTE I LAEQHF IKFKQWLEPLGI EVVRLFGSLRKKAKDEAKAKLADGSVKIAVGTHALFS
NTDB id 48018 NMBM04240196 RS09605 WP 014581543.1 SALTAIESGAQVAVMAPTEILAEQHFIKFKQWLEPLGIEVVRLFGSLRKKAKDEAKAKLADGSVKIAVGTHALFS 375
NTDB id 1095 KZH42 RS10215 WP 002225638.1 SALTAIESGAQVAVMAPTEILAEQHFIKFKQWLEPLGIEVVRLFGSLRKKAKDEAKAKLADGSVKIAVGTHALFS 375
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo DGVAFHNLGLTIVDEQHRFGVAQRLALKNKGREVHQLMMSATP IPRTLAMSFFADLDVSVIDELPPGRTP IKTRL
NTDB id 48018 NMBM04240196 RS09605 WP 014581543.1 DGVAFHNLGLTIVDEQHRFGVAQRLALKNKGREVHQLMMSATPIPRTLAMSFFADLDVSVIDELPPGRTPIKTRL 450
NTDB id 1095 KZH42 RS10215 WP 002225638.1 DGVAFHNLGLTIVDEQHRFGVAQRLALKNKGREVHQLMMSATPIPRTLAMSFFADLDVSVIDELPPGRTPIKTRL 450
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VNNVRRAEVEGFVLGTCRKGRQAYWVCPL I EESETLQLQTAAETLARLQTALPELNIGLVHGRMKAAEKAEVMAR
NTDB id 48018 NMBM04240196 RS09605 WP 014581543.1 VNNVRRAEVEGFVLGTCRKGRQAYWVCPLIEESETLQLQTAAETLARLQTALPELNIGLVHGRMKAAEKAEVMAR 525
NTDB id 1095 KZH42 RS10215 WP 002225638.1 VNNVRRAEVEGFVLGTCRKGRQAYWVCPLIEESETLQLQTAAETLARLQTALPELNIGLVHGRMKAAEKAEVMAR 525
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo FSSGGLNVLVATTVI EVGVDVPNAALMVI EHAERMGLAQLHQLRGRVGRGAAESVCVLLFAEPLGELAKARLKVI
NTDB id 48018 NMBM04240196 RS09605 WP 014581543.1 FSSGGLNVLVATTVIEVGVDVPNAALMVIEHAERMGLAQLHQLRGRVGRGAAESVCVLLFAEPLGELAKARLKVI 600
NTDB id 1095 KZH42 RS10215 WP 002225638.1 FSSGGLNVLVATTVIEVGVDVPNAALMVIEHAERMGLAQLHQLRGRVGRGAAESVCVLLFAEPLGELAKARLKVI 600
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo YEHTDGFE IARQDLNIRGPGEFLGARQSGVPMLRFAKLEEDLHLLEQARETAPML I EQNPE IVEAHLARWLSGRE
NTDB id 48018 NMBM04240196 RS09605 WP 014581543.1 YEHTDGFEIARQDLNIRGPGEFLGARQSGVPMLRFAKLEEDLHLLEQARETAPMLIEQNPEIVEAHLARWLSGRE 675
NTDB id 1095 KZH42 RS10215 WP 002225638.1 YEHTDGFEIARQDLNIRGPGEFLGARQSGVPMLRFAKLEEDLHLLEQARETAPMLIEQNPEIVEAHLARWLSGRE 675
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo GYLGV
NTDB id 48018 NMBM04240196 RS09605 WP 014581543.1 GYLGV 680
NTDB id 1095 KZH42 RS10215 WP 002225638.1 GYLGV 680
consensus !!!!!
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