logo

NTDB id 1102 NMB RS03635 WP 002244053.1

NTDB id 48014 NMBM04240196 RS08205 WP 002227520.1
NTDB id 1106 NGFG RS01495 WP 003687645.1
consensus

logo

NTDB id 1102 NMB RS03635 WP 002244053.1

NTDB id 48014 NMBM04240196 RS08205 WP 002227520.1
NTDB id 1106 NGFG RS01495 WP 003687645.1
consensus

logo

NTDB id 1102 NMB RS03635 WP 002244053.1

NTDB id 48014 NMBM04240196 RS08205 WP 002227520.1
NTDB id 1106 NGFG RS01495 WP 003687645.1
consensus

logo

NTDB id 1102 NMB RS03635 WP 002244053.1

NTDB id 48014 NMBM04240196 RS08205 WP 002227520.1
NTDB id 1106 NGFG RS01495 WP 003687645.1
consensus

LU LA AT DK 0 AL AT S RANL L T

MKKILLTVSLGLALSACATQGTVDKDAQITQDWSVEKLYAEAQDELNSSNYTRAVKLYEILESRFPTSRHA[NQSQ
MKKILLTVSLGLALSACATRGTVDKDAQITQDWSVEKLYAEAQDELNSSNYTRAVKLYEILESRFPTSRHARQSQ
MKKILLTVSLGLALSACATQGTADKDAQITQDWSVEKLYAEAQDELNSSNYTRAVKLYEILESRFPTSRHARQSQ

AR b | DI FIEEFURLAD SR R

LDTAYAYYKDDEKDKALAAI RFRRLHPQHPNMDYALYLRGLVLFNEDQSFLNKLASQDWSDRDPKANREAYQAF
LDTAYAYYKDDEKDKALAATIERFRRLHPQHPNMDYALYLRGLVLFNEDQSFLNKLASQDWSDRDPKANREAYQAF
LDTAYAYYKDDEKDKALAATERFRRLHPQHPNMDYALYLRGLVLFNEDQSFLNKLASQDWSDRDPKANREAYQAF

LR ERTAR WL T SRR A ARG | VTR LEA

AELVQRFPNSKYAADATARMVKLVDALGGNEMSVARYYMKRGAYTAAANRAQKIIGSYQNTRYVEESLAILELAY]
AELVQRFPNSKYAADATARMVKLVDALGGNERSVARYYMKRGAYIAAANRAQKIIGSYQNTRYVEESLAILELAY,|
AELVQRFPNSKYAADATARMVKLVDALGGNEMSVARYYMKRGAYTIAAANRAIMKIIGSYQNTRYVEESLAILELAY]

)

q

OV AMRRILE A H

KKLDKPRILAADTRRVLETNFPKSPFL|QNZWISDDMPWWRYWH 267
K L[EKPQLAADTRRVLETNFPKSPFLTHAWQPDDMPWWRYWH 267
KKLDKPQLAADTRRVLETNFPKSPFLTHAWQPDDMPWWRYWH 267

X non conserved
B similar
>50% conserved

150
150
150

225
225
225



