
logo MCTRKQQGFTLTELL IVMAVIAAIMAMTIALPNMSGQWIASRR IASHAEQR I
VANLLRFSRGEAVRLNLPVYICPVQVKK

NTDB id 48010 NMBM04240196 RS07210 WP 014581481.1 MCTRKQQGFTLTELLIVMVIAAIMAMIALPNMSQWIASRRIASHAERIANLLRFSRGEAVRLNLPVYICPVQVKK 75
NTDB id 1136 NGFG RS02420 WP 003687912.1 MCTRKQQGFTLTELLIVMAIAAIMATIALPNMSGWIASRRIASHAEQVANLLRFSRGEAVRLNLPVYICPVQVKK 75
consensus !!!!!!!!!!!!!!!!!! !!!!!! !!!!!!! !!!!!!!!!!!! *!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo DGAPNNKRCDFSGSKKGQRGMLAFGDKNGNKAIYDNDTAVDVFLLRSVVLNDDI
T
D
N
D
N
K
SR INYAFNHIAFGQSSTQPTADRVVWTF

NTDB id 48010 NMBM04240196 RS07210 WP 014581481.1 DGAPNNKCDSGKKGQGMLAFGDKNGNKIYDNDTADVLLRSVVLNDDINNKRINYAFNHIAFGQTQPTADRVVWTF 150
NTDB id 1136 NGFG RS02420 WP 003687912.1 DGAPNNRCDFSKKGRGMLAFGDKNGNKAYDNDTVDVFLRSVVLND.TDDSRINYAFNHIAFGSSQPTADRVVWTF 149
consensus !!!!!!*!! !!! !!!!!!!!!!!! !!!!! !! !!!!!!!!* !!!!!!!!!!!! *!!!!!!!!!!!

logo NQNGTFGYLTKPDQHNLKTDSKNSKSFFVYSDGYIQIVLTDARAVSDADKKFRSAVVL INSSGRVEVCPRKRNDRTRATVCKQHYK
NTDB id 48010 NMBM04240196 RS07210 WP 014581481.1 NQNGTFGYTKDQHLTSKSSFFYSDGYIQIVLTDARAVSDADKKFRSAVVLINSSGRVEVCPRNDRRTVCQYK 222
NTDB id 1136 NGFG RS02420 WP 003687912.1 NQNGTFGYLPDQNLKDNSKFVYSDGYIQIVLTDARAVSDADKKFRSAVVLINSSGRVEVCRKNDTRAVCKH. 220
consensus !!!!!!!! *!!*! ! ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!**!! ! !! **
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