
logo MKPQKSLRARAMDI LSRQELVSR IGLKRKLAPHAESEEELENVLNEFAERNWQSDLRYAEAYIRSKSRKHGSLRLK
NTDB id 47998 NMBM04240196 RS04090 WP 014581408.1 MKPQKSLRARAMDILSRQELSRIGLKRKLAPHAESEEELENVLNEFAERNWQSDLRYAEAYIRSKSRKHGSLRLK 75
NTDB id 1135 OK783 RS05295 WP 003688187.1 MKPQKSLRARAMDILSRQEVSRIGLKRKLAPHAESEEELENVLNEFAERNWQSDLRYAEAYIRSKSRKHGSLRLK 75
consensus !!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QALAQQGIDEEKTSCRNLLPDRSSEKLQAAIAVLRKKFKHPAADNLKEKQKQARFLAYRGFDADTVQTALKHAWDENWE
NTDB id 47998 NMBM04240196 RS04090 WP 014581408.1 QALAQQGIDEETSCNLLPDRSSEKLAAIAVLRKKFKHPAADLKEKQKQARFLAYRGFDADTVQTALKHAWDENWE 150
NTDB id 1135 OK783 RS05295 WP 003688187.1 QALAQQGIDEKTSRNLLPDRSSEKQAAIAVLRKKFKHPAANLKEKQKQARFLAYRGFDADTVQTALKHAWDENWE 150
consensus !!!!!!!!!! !!*!!!!!!!!!! !!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo DGSC
NTDB id 47998 NMBM04240196 RS04090 WP 014581408.1 DGC 153
NTDB id 1135 OK783 RS05295 WP 003688187.1 DSC 153
consensus ! !
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