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NTDB id 1169 A1552VC RS11075 WP 000648511.1 MKAT......QTLPLKNYRWKGINSNGKK.VSGQMLAISEIEVRDKLKDQHIQIKKLKKGSVSLLAR.LTHRVKS 67
NTDB id 1402 DSB67 RS12670 WP 010643257.1 .MKT......IAPQLKNYRWKGINSSGKK.TSGNVLAMTEIEVRERLDAQHIKIKKLKKGSISFITK.ISHRVKG 66
NTDB id 1113 AAA85695.1 219..1451( ) .MAKNGGFSLFAKKEKRFIFEGRHSASDKLVNGEVSAFTEEEARKKLAKRGIRPLQITRV.....KTSSKRKITQ 69
NTDB id 47993 NMBM04240196 RS01910 WP 002216405.1 .MAKNGGFSLFAKKEKRFIFEGRHSASDKLVNGEVSAFTEEEARKKLAKRGIRPLQITRV.....KTSSKRKITQ 69
NTDB id 1112 NGFG RS09215 WP 003689811.1 .MAKNGGFSLFAKKEKRFIFEGRHSASDKLVNGEVSAFTEEEARKKLAKRGIRPLQITRV.....KTSSKRKITQ 69
NTDB id 1252 GCO85 RS07730 WP 011213805.1 .MDKN......SPPLLTFHYQGINKAGQK.MEGDIQARSLAIAKADLRKQGIVTNKVVKKRKPLFDR.KNKKITQ 66
NTDB id 1198 PSJM300 03950 AFN76868.1 .MAQK......AIKNSVFTWEGLDRQGAK.IKGELSGVSPALVKAQLRKQGINPQKVRKKSISLFS..AGKKIKP 65
NTDB id 1059 ABD1 RS01610 WP 000279215.1 MAVKK......AQMMPTFAYEGVDRKGVK.IKGELPAKNMALAKVTLRKQGVTVRNIREKRKNILEGLFKKKVTT 68
NTDB id 1016 ACIAD RS01680 WP 004920476.1 MAAKK......TQVMPVFAYEGVDRKGIK.LKGELPARNMALAKVTLRKQGITIRTIREKRKNIFEGLLKKKVKP 68
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NTDB id 1169 A1552VC RS11075 WP 000648511.1 KDITILTRQLATMLTTGVPIVQALKLVGDNHRKAEMKSILAQITKSVEAGTPLSKAMRTASAHFDTLYVDLVETG 142
NTDB id 1402 DSB67 RS12670 WP 010643257.1 KDITIFTRQIATMLMTGVPIVQALKLVSENHKKAEMKSILMSVTRAVEAGTPMSKAMRTASTHFDPLYTDLIATG 141
NTDB id 1113 AAA85695.1 219..1451( ) EDITVFTRQLSTMINAGLPLMQAFEIVARGHGNPSMTEMLMEIRGQVEQGSSLSRAFSNHPKYFDRFYCNLVAAG 144
NTDB id 47993 NMBM04240196 RS01910 WP 002216405.1 EDITVFTRQLSTMIKAGLPLMQAFEIVARGHGNPSMTEMLMEIRGEVEQGSSLSRAFSNHPKYFDRFYCNLVAAG 144
NTDB id 1112 NGFG RS09215 WP 003689811.1 EDITVFTRQLSTMIKAGLPLMQAFEIVARGHGNPSMTEMLMEIRGQVEQGSSLSRAFSNHPKYFDRFYCNLVAAG 144
NTDB id 1252 GCO85 RS07730 WP 011213805.1 ADITVFSRQLATMIESGIPLVQAFDIVAKGQSNKRLKDLIETIKHDIETGLTLAESLIKHPLYFNELFCNLVDAG 141
NTDB id 1198 PSJM300 03950 AFN76868.1 MDIALFTRQMATMMKAGVPLLQSFDIIGEGFDNPNMRKLVDDLKQEVAAGNSFASSLRKKPQYFDDLYCNLVDSG 140
NTDB id 1059 ABD1 RS01610 WP 000279215.1 LDITIFTRQLATMMKAGVPLVQGFEIVAEGLENPAMREVVLGIKGEVEGGSTFASALRKYPQHFDNLFCSLVESG 143
NTDB id 1016 ACIAD RS01680 WP 004920476.1 LDIAIFTRQLATMMKAGVPLVQAFEIVAEGLENPAMRDVVLGLKNEVEGGNTFAGALRKYPQYFDNLFCSLIESG 143
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NTDB id 1169 A1552VC RS11075 WP 000648511.1 EMSGNLPEVFERLATYREKSEQLRAKVIKALIYPSMVVLVALGVSYLMLTMVIPEFESMFKGFGAELPWFTQQVL 217
NTDB id 1402 DSB67 RS12670 WP 010643257.1 EQSGNLSQVFERLATYREKSEQLRAKVIKALIYPAMVVLVALGVSYLMLTRVIPEFEKMFTGFGADLPAFTQMVL 216
NTDB id 1113 AAA85695.1 219..1451( ) ETGGVLESLLDKLAIYKEKTQAIRKKVKTALTYPVSVIAVAIGLVFVMMIFVLPAFKEVYANMGAELPALTQTVM 219
NTDB id 47993 NMBM04240196 RS01910 WP 002216405.1 ETGGVLESLLDKLAIYKEKTQAIRKKVKTALTYPVSVIAVAIGLVFVMMIFVLPAFKEVYANMGAELPALTQTVM 219
NTDB id 1112 NGFG RS09215 WP 003689811.1 ETGGVLESLLDKLAIYKEKTQAIRKKVKTALTYPVSVIAVAIGLVFVMMIFVLPAFKEVYANMGAELPPLTQTVM 219
NTDB id 1252 GCO85 RS07730 WP 011213805.1 EKSGSLDIMLDKVATYKEKIEIIKKKIKKALTYPIAVMVVALLVTAGLLIYVVPQFESLFKGFGADLPAMTRAVI 216
NTDB id 1198 PSJM300 03950 AFN76868.1 EQSGSLETLLDRVATYKEKTEALKAKIKKAMNYPIAVVLVAVIVTAILLIKVVPQFQDVFANFGAELPAFTLMVI 215
NTDB id 1059 ABD1 RS01610 WP 000279215.1 EQSGALETMLDRVAIYKEKSELLKQKIKKAMKYPATVIVVAIVVTIILMVKVVPVFQDLFASFGADLPAFTQMVV 218
NTDB id 1016 ACIAD RS01680 WP 004920476.1 EQSGSLEIMLDRVAVYKEKSEVLKQKIKKAMKYPATVIVVAIVVTIILMVKVVPVFKDLFTSFGADLPAFTQLVV 218
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NTDB id 1169 A1552VC RS11075 WP 000648511.1 KLSHWVQAYSLWAFIAIAAAIFGLKALRKNSFQIRLKTSRLGLKFPIIGNVLAKASIAKFSRTLATSFAAGIPIL 292
NTDB id 1402 DSB67 RS12670 WP 010643257.1 NLSAWTQNWGPFIGLSFVSLLISGKIMSQRSDSFRLLAARSSLRVPILGPVLSKAAIAKFSRTLATSFSAGIPIL 291
NTDB id 1113 AAA85695.1 219..1451( ) DMSDFFVSYGWMVLIALGFAIYRFLKLKARSIKIQRRMDAILLRMPIFGDIVRKGTIARWGRTTATLFAAGVPLV 294
NTDB id 47993 NMBM04240196 RS01910 WP 002216405.1 DMSDFFVSYGWMVLIALGFAIYGFLKLKARSIKIQRRMDAILLRMPIFGDIVRKGTIARWGRTTATLIAAGVPLV 294
NTDB id 1112 NGFG RS09215 WP 003689811.1 DMSDFFVSYGWMVLIALGFAIYGFLKLKARSIKIQRRMDAILLRMPIFGDIVRKGTIARWGRTTATLFAAGVPLV 294
NTDB id 1252 GCO85 RS07730 WP 011213805.1 TMSEFMQAYWYIIFGALGGVVYSFFYAKNHSLEFAQTIDRVMLKLPVIGPILEKAAIARFARTLSITFAAGLPLV 291
NTDB id 1198 PSJM300 03950 AFN76868.1 GLSEALQAWWYVVLAGFVGAAYAFKQAHTRSEKFRNWFDRLMLKVPVVGDILYKSSVARFARTLSTTFAAGVPLV 290
NTDB id 1059 ABD1 RS01610 WP 000279215.1 NMSKWMQEYWFIMIIAIGAVIAAFLEAKKRSKKFRDGLDKLALKLPIFGDLVYKAIIARYSRTLATTFAAGVPLI 293
NTDB id 1016 ACIAD RS01680 WP 004920476.1 NMSNWMQDYWFILILVIGAAIAGFLEARKRSKRFRDQLDRLVLRLPIVGDLVYKAIIARYSRTLATTFAAGVPLI 293
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NTDB id 1169 A1552VC RS11075 WP 000648511.1 ASLKTTAKTSGNVHFETAINEVYRDTAAGMPMYIAMRNTEAFPEMVLQMVMIGEESGQLDDMLNKVATIYEFEVD 367
NTDB id 1402 DSB67 RS12670 WP 010643257.1 TALKTTSKTSGNMHYQLAIEEVYRDTAAGMPMYIAMRHCHVFPELVLQMVMIGEESGRLDDMLNKIAAIYEFEVD 366
NTDB id 1113 AAA85695.1 219..1451( ) DVLDSTAGAAGNLIYEEATREIRTRVIQGLSMTSGMRATELFPNMMLQMSSIGEESGSLDDMLNKAAEFYEDEVD 369
NTDB id 47993 NMBM04240196 RS01910 WP 002216405.1 DVLDSTAGAAGNLIYEEATREIRTRVIQGLSMTSGMRATELFPNMMLQMSSIGEESGSLDDMLNKAAEFYEDEVD 369
NTDB id 1112 NGFG RS09215 WP 003689811.1 DVLDSTAGAAGNLIYEEATREIRTRVIQGLSMTSGMRATELFPNMMLQMSSIGEESGSLDDMLNKAAEFYEDEVD 369
NTDB id 1252 GCO85 RS07730 WP 011213805.1 EALKSVAGATGNIIYAKATDKIREEVATGQQMFIAMENTHLFPNMVIQMVAIGEESGALEKMLSKVADFYEEEVN 366
NTDB id 1198 PSJM300 03950 AFN76868.1 DALDSVAGATGNVVFRSATNKIKSDVSSGMQLNFSMRTTGTFPSMAVQMTAIGEESGALDEMLSKVATFYEDEVD 365
NTDB id 1059 ABD1 RS01610 WP 000279215.1 DALESTAGATNNVIYEKAVMKIREDVATGQQLQFAMRISNRFPSMAIQMVAIGEESGALDSMLDKVATYYENEVD 368
NTDB id 1016 ACIAD RS01680 WP 004920476.1 DALASTAGATNNTVYEQAVLKIREDVSTGQQLNFAMRVSNRFPTMAIQMVAIGEESGALDEMLDKVANYYESEVD 368
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VGTGL ILVTIVAMYLPLI FKQNMLMGNSAVLVGAO
NTDB id 1169 A1552VC RS11075 WP 000648511.1 NTVDNLGKILEPLIIVFLGTVVGGLVVAMYLPIFNLMSVLG. 408
NTDB id 1402 DSB67 RS12670 WP 010643257.1 NTVDNLSKILEPLIIVFLGVVVGGLVTAMYLPIFNLMSVLG. 407
NTDB id 1113 AAA85695.1 219..1451( ) NAVGWLSAMMEPIIILILGLVIGTLLVAMYLPLFNLGNVVA* 410
NTDB id 47993 NMBM04240196 RS01910 WP 002216405.1 NAVGRLSAMMEPIIIVILGLVIGTLLVAMYLPLFNLGNVVA. 410
NTDB id 1112 NGFG RS09215 WP 003689811.1 NAVGRLSAMMEPIIIVILGLVIGTLLVAMYLPLFNLGNVVA. 410
NTDB id 1252 GCO85 RS07730 WP 011213805.1 NAVDALSSLLEPIIMSILGILVGGLVVAMYLPIFKLGSAV.. 406
NTDB id 1198 PSJM300 03950 AFN76868.1 NMVDGLTALMEPMIMAVLGVLVGGLIIAMYLPIFQMGSVV.. 405
NTDB id 1059 ABD1 RS01610 WP 000279215.1 NAVDGLTSMMEPLIMAILGVLVGGLVIAMYLPIFQMGSVV.. 408
NTDB id 1016 ACIAD RS01680 WP 004920476.1 HAVDGLTSMMEPLIMAILGILVGGLVIAMYLPIFQMGSVV.. 408
consensus **!* !* **!!*!***!!***!*!**!!!!!*!*******

X non conserved

X similar

X ≥ 50% conserved


