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NTDB id 1094 KZH42 RS01320 WP 002224767.1 ...MTEDERFAWLQLAFTPYIGAESFLLLMRRFGSAQNALSAPAEQVAALIRHKQALEAWRNAEKRALARQAAEA 72
NTDB id 1089 NMB RS00600 WP 002224767.1 ...MTEDERFAWLQLAFTPYIGAESFLLLMRRFGSAQNALSAPAEQVAALIRHKQALEAWRNAEKRALARQAAEA 72
NTDB id 47979 NMBM01240149 RS11100 WP 002218551.1 ...MTEDERFAWLQLAFTPYIGAESFLLLLRRFGSASNALSAPAEQVAPAVRHKQAAEAWRNAEKRASARQAAEA 72
NTDB id 1122 OK783 RS09595 WP 003705341.1 ...MTEDERFAWLQLAFTPYIGAESFLLLMRSFGSAQNALSAPAEQVAPAVRHKHALEAWRNAEKRALARQAAEA 72
NTDB id 1120 NGFG RS10355 WP 020997408.1 ...MTEDERFAWLQLAFTPYIGAESFLLLMRSFGSAQNALSAPAEQVAPAVRHKHALEAWRNAEKRALARQAAEA 72
NTDB id 1388 A4U84 RS04945 WP 062924099.1 .....MTHLTKLLALLQVPQLGAQRIGRLLSEVDFGEFC.QYDKTALKQMGWNERQIQRWFNPEH.....KWIDQ 64
NTDB id 1399 DSB67 RS15600 WP 010645755.1 MTPQNDIDLAAWLKLSCLPGIGGVKMNKLLSKDTPSNIV.QYSTEQLQLLGLTAKQLQAW.SQVD.....KEVDA 68
NTDB id 1152 A1552VC RS00200 WP 000654772.1 ...MKDQDLAAWLALCFTPKLGSKTISHLLATRLPAQLQ.SFTPKQWLACGLKPEQLVFLTTQAA.....KQAEQ 66
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NTDB id 1094 KZH42 RS01320 WP 002224767.1 ALEWEMRDG.CRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVQLLHKPSAAIVGSRHATPQAMRIAKDFGKSLGGK 146
NTDB id 1089 NMB RS00600 WP 002224767.1 ALEWEMRDG.CRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVQLLHKPSAAIVGSRHATPQAMRIAKDFGKSLGGK 146
NTDB id 47979 NMBM01240149 RS11100 WP 002218551.1 ALEWEMRDG.CRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVRLLHKPSAAIVGSRHATPQAMRIAKDFGKSLGGQ 146
NTDB id 1122 OK783 RS09595 WP 003705341.1 ALEWEMRDG.CRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVRLLHKPSAAIVGSRHATPQAMRIAKDFGRALGGK 146
NTDB id 1120 NGFG RS10355 WP 020997408.1 ALEWEMRDG.CRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVRLLHKPSAAIVGSRHATPQAMRIAKDFGRALGGK 146
NTDB id 1388 A4U84 RS04945 WP 062924099.1 ALQWAEQD.QQQILTLFDEDYPFLLKQISTAPPVLFVRGNVESLSLPQIAIVGSRDYSHYGEHWAGHFSAELVKH 138
NTDB id 1399 DSB67 RS15600 WP 010645755.1 CLTWVAASSHHHILTLADALYPPLLKQTVAPPPLLFVKGEASCLPQPQIAMVGSRNASVDGLQHTRTFASDLVQH 143
NTDB id 1152 A1552VC RS00200 WP 000654772.1 CLQWRSAANNRYIVTPHCPLYPRLLKEINSSPPVLFIEGIWEAVHDPAVAIVGSRNASVDGRQIARQFATELAQS 141
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NTDB id 1094 KZH42 RS01320 WP 002224767.1 GIPVVSGMASGIDTAAHQGALQAEGGTIAVWGTGIDRIYPPVNKNLAYEIAE.KGLIVSEFPIGTRPYAGNFPRR 220
NTDB id 1089 NMB RS00600 WP 002224767.1 GIPVVSGMASGIDTAAHQGALQAEGGTIAVWGTGIDRIYPPVNKNLAYEIAE.KGLIVSEFPIGTRPYAGNFPRR 220
NTDB id 47979 NMBM01240149 RS11100 WP 002218551.1 NIPVVSGMASGIDTAAHQGALEAEGGTIAVWGTGIDRIYPPSNKNLAYEIAE.KGLIVSEFPIGTRPYAGNFPRR 220
NTDB id 1122 OK783 RS09595 WP 003705341.1 GIPTVSGMASGIDTAAHQGALEAEGGTVAVWGTGIDRIYPPANKNLAYEIAE.KGLIVSEFPIGTRPYAGNFPRR 220
NTDB id 1120 NGFG RS10355 WP 020997408.1 GIPTVSGMASGIDTAAHQGALEAEGGTIAVWGTGIDRIYPPANKNLAYEIAE.KGLIVSEFPIGTRPYAGNFPRR 220
NTDB id 1388 A4U84 RS04945 WP 062924099.1 QLAVTSGLAIGIDGFCHQRAANENGITIAVLGSGLDQVYPARHKKLAEQIVETSGALVSEFFPSQPPIAENFPRR 213
NTDB id 1399 DSB67 RS15600 WP 010645755.1 DLIVTSGLALGIDGHAHDGALLAGGKTIAVLGSGLEQVYPARHRGLAQRVAE.NGALVSEFRPDAKPRAENFPRR 217
NTDB id 1152 A1552VC RS00200 WP 000654772.1 GLVVTSGLALGIDGYAHDGALQAQGQTVAVLGSGLAQVYPKQHQGLAERIIA.QGALVSEFAPHTPPKADHFPRR 215
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VEATAVELNKESGSL ITAGRYLALAEQMGREVFMVALVPANGSVI FNQDANAPANYHASEQSKGGSCNHQKL IQRKENQDGALCKLTVQESNCTVLEQDEQDVIHLEQNAELICKQPNSGAL
NTDB id 1094 KZH42 RS01320 WP 002224767.1 NRLIAALSQVTLVVEAALESGSLITARLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLVECLDDILNECPGL 295
NTDB id 1089 NMB RS00600 WP 002224767.1 NRLIAALSQVTLVVEAALESGSLITARLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLVECLDDILNECPGL 295
NTDB id 47979 NMBM01240149 RS11100 WP 002218551.1 NRLIAALSQVTLVVEAALESGSLITAGLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLVECLDDILNECPGL 295
NTDB id 1122 OK783 RS09595 WP 003705341.1 NRLIAALSQVTLVVEAALESGSLITAGLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLTECLDDILNECPGL 295
NTDB id 1120 NGFG RS10355 WP 020997408.1 NRLIAALSQVTLVVEAALESGSLITAGLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLTECLDDILNECPGL 295
NTDB id 1388 A4U84 RS04945 WP 062924099.1 NRIISGLSLGTLVIEATVNSGSLITARYALEQGREVFALPNSVQNPYSEGCHKLIKEGALLVENVEDILEAI... 285
NTDB id 1399 DSB67 RS15600 WP 010645755.1 NRIISGLSLGVLVVEAAEKSGSLITARYALEQGREVFALPASINAPNASGGNQLIQNGACLVQNTQEVLNEIQSL 292
NTDB id 1152 A1552VC RS00200 WP 000654772.1 NRIISGLSLGVVVVEAAEKSGSLITARYAAEQGREVFVVPGSIFNAASQGSNQLIRQGACLVQSVQQIHQELKNA 290
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NTDB id 1094 KZH42 RS01320 WP 002224767.1 LQNTGASSYSINKGIPEKRITAVQTASDQLSLPEGKMPSEKTENRPVGGSILDRMGFDPVHPDVLAGQLAMPAAD 370
NTDB id 1089 NMB RS00600 WP 002224767.1 LQNTGASSYSINKGIPEKRITAVQTASDQLSLPEGKMPSEKTENRPVGGSILDRMGFDPVHPDVLAGQLAMPAAD 370
NTDB id 47979 NMBM01240149 RS11100 WP 002218551.1 LQNTGASSYSINKDTPDTGSRAVQTAY..APPPAAKMPSEGAAGGTAVGGILDKMGFDPIHPDVLAGQLAMPAAD 368
NTDB id 1122 OK783 RS09595 WP 003705341.1 LQNTGASSYSINKDTPDTGRRAVQTAY..APPPAAKMPSEGAAGGTAVGGILDKMGFDPVHPDVLAGQLAMPAAD 368
NTDB id 1120 NGFG RS10355 WP 020997408.1 LQNTGASSYSINKDTPDTGRRTVQTAY..APPPAAKMPSEGAAGGTAVGGILDKMGFDPIHPDVLAGQLAMPAAD 368
NTDB id 1388 A4U84 RS04945 WP 062924099.1 .AWQRQ.SVHIQPSLFDT.......KPKQAVKSEPKFAKNLPELTACQQQLFEQISLEPISVDDLAKATDMAVET 351
NTDB id 1399 DSB67 RS15600 WP 010645755.1 LDWSINQSL....DLFSA.......PID..............EEELPFPQLLANVGNEATPVDILASRTNIPVQE 342
NTDB id 1152 A1552VC RS00200 WP 000654772.1 LTWSLSEQVPYQATLFSA.......VQS..............DEELPFPELLANVGIEATPIDILASRTQIPVQD 344
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NTDB id 1094 KZH42 RS01320 WP 002224767.1 LYAALLELELDGSVAAMPGGRYQRIRT 397
NTDB id 1089 NMB RS00600 WP 002224767.1 LYAALLELELDGSVAAMPGGRYQRIRT 397
NTDB id 47979 NMBM01240149 RS11100 WP 002218551.1 LYAALLELELDGSVAAMPGGRYQRIRT 395
NTDB id 1122 OK783 RS09595 WP 003705341.1 LYAALLELELDGSVAAMPGGRYQRIRT 395
NTDB id 1120 NGFG RS10355 WP 020997408.1 LYAALLELELDGSVAAMPGGRYQRIRT 395
NTDB id 1388 A4U84 RS04945 WP 062924099.1 ALIELLNLELLGVVKQVRGGYVIT... 375
NTDB id 1399 DSB67 RS15600 WP 010645755.1 VMMQLLELELSGHVVAVSGGYIRKGRG 369
NTDB id 1152 A1552VC RS00200 WP 000654772.1 IMMQLLELELLGHVVAVPGGYIRKGRG 371
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